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Figure S1. Identification of DEGs in GSE9893. Volcano plot of the aberrantly

expressed genes between tamoxifen sensitive and resistant breast cancer groups.
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Figure S2. Go annotations of DEGs. (A) Upregulated DEGs. (B) Downregulated

DEGs. BP: biological process, CC: cellular component, MF: molecular function.
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Figure S3. KEGG enrichment analysis of DEGs. (A) Upregulated DEGs. (B)

Downregulated DEGs.



