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Survival probability
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barretis esophagus N g oyes mll
family history of stomach cancer g no | yes il
h pytori infection g no - yes il

histological type | stomach adenocarcinoma, signet ring type: 1 stomach, adenccarcinoma., diffuse type sipmach, adenocaromoma, not otherwise specified (nos) 1 siomach, mntestin| adenccarcinema, mucinous type
[ SIOMACH, IMESUNE adEhOCarcnoma, Nol sherwise speclied (nos) [ SIMACT, MTestn| ATENCCATCINGME, papalary (ype [ Stomach, INEsHN: Aden0cancinoma, Jubular type il
new lmor event after iniial ir.. g no o yes mull
refiu noo o oyes il

history
gender g female gy male
tumor stage simplified stagel | stage 2 stage 3 -stage 4 il
sample type g primary turmor  soll Hmemrma.F
capy number _ -2 homazygous deletion -1z single copy deletion  _ O: diploid normal . +1: Jow-level amplification 4 +2: high-level amglification
stafistics [ - 005 *p<008 Tp<001 *Tp=0001



