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Figure S1. Characterization of P264-G274 peptide. A) Chromatogram spectra. B) mass
spectra.
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Figure S2. Characterization of Loopl-Ps2Aa peptide. A) Chromatogram spectra. B) mass

spectra.
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Figure S3. Characterization of Loop2-Ps2Aa peptide. A) Chromatogram spectra. B) mass

spectra.
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Figure S4. Characterization of Loopl-HCoV-229E peptide. A) Chromatogram spectra. B)
mass spectra.
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Figure S5. Characterization of A4W-GGNS5 peptide. A) Chromatogram spectra. B) mass

spectra.




