
 

Supplementary Figure 1.  GLT25D2 is not essential for HMW adiponectin secretion 

Wild type and the K2-5R mutant adiponectin were transiently expressed in HeLa cells.  (A) 

Secreted adiponectin was analysed using sucrose gradients and western blot to determine 

whether HMW adiponectin was formed.  Wild type adiponectin secreted from both HEK and 

HeLa cells formed HMW adiponectin.  K2-5R adiponectin did not form HMW adiponectin.  

(B)  The ratio of HMW to total adiponectin was not significantly different between the two 

cell types (t-test, n=3, P>0.05).   



 

Supplementary Figure 2. Analysis of adiponectin after transient expression 

Adiponectin, LH3 and GLT25D1 were transiently expressed in HEK cells from 24-48hrs.  

GFP was used as filler DNA to ensure equal amounts of DNA were transfected.  The K2-5R 

mutant adiponectin and wild type adiponectin were titrated against each other to confirm 

post-translational modifications could be detected.  (A)  Overexpression of LH3/GLT25D1 

significantly inhibited adiponectin secretion (t-test, n=6, *P<0.0001).  (B)  Equal amounts of 

adiponectin were loaded per lane.  Mobility shifts demonstrate that differences in post-

translational modifications could be detected.  The amount of HMW adiponectin secreted 

was not increased, however small increases in PTM were present. 



 

Supplementary Figure 3. DNA alignment of GLT25D1 and GLT25D2 showing mass 

spectrometry peptides 



Peptides detected by mass spectrometry are highlighted yellow.  * indicate amino acids that 

are not conserved between GLT25D1 and GLT25D2.  All peptides detected have at least one 

non-conserved amino acid.  All peptides detected were only present in GLT25D1. 

 

 

 


