Applied
Biggystems

Analysis Information

Report Type Protein-Peptide Summary by Spot Analysis Type Combined (MS+MS/MS)
Sample Set Name 121107 Database NCBI_human
Analysis Name human Creation Date 11/09/2012 13:19:37
Reported By 11/12/2012 11:01:09 - admin Last Modified 11/09/2012 13:27:18
MS Acq. : Proc. Methods (Unspecified) : (Unspecified)
Interpretation Method (Unspecified)
Gel ldx/Pos 28/B3 Instr./Gel Origin ABI4700/121108 Process Status  Analysis Succeeded
Plate [#] Name [1] 001100002098 Instrument Sample Name Spectra 11
Rank Protein Name Species Accession No. Protein Protein Protein MW Protein Pep. Molecular Biological
Score Score C. Pl  Count Function Process
. %
1 chromosome 20 open reading frame 11, isoform CRA_a gi[119595724 586 100 26788.7 4.92 14

[Homo sapiens]

( Protein Group

RecName: Full=Protein C200rf11; AltName: Full=Two gi|28201788 26788.7 4.9200
hybrid-associated protein 1 with RanBPM; Short=Twa1 000762
9395
chromosome 20 open reading frame 11 [Homo sapiens] gi|10185083 26788.7 4.9200
000762
9395
chromosome 20 open reading frame 11, isoform CRA_a gi|119595725 26788.7 4.9200
[Homo sapiens] 000762
9395
protein C200rf11 [Homo sapiens] gi|8923557 26788.7 4.9200
000762
9395
unnamed protein product [Homo sapiens] gi|7020818 26788.7 4.9200
000762
9395
( Peptide Information
Calc. Mass Obsrv. Mass *da *ppm Start End Sequence lon C. l. % Modification Rank Result Type
Seq. Seq. Score
993.5588 993.6671 0.1083 109 19 26 LNNLHVQR Mascot
1427.7603 1427.8761 0.1158 81 32 43 LIMNYLVTEGFK Mascot
1470.7952 1470.8982 0.103 70 198 209 LLLWAQNELDQK Mascot
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1598.89 1599.0055 0.1155 72
1598.89 1599.0055 0.1155 72
1821.8766 1821.9969 0.1203 66
1821.8766 1821.9969 0.1203 66
1919.8903 1920.014 0.1237 64
1919.8903 1920.014 0.1237 64
1956.0146 1956.1411 0.1265 65
2078.03 2078.1665 0.1365 66
2078.03 2078.1665 0.1365 66
2114.1545 2114.2854 0.1309 62
2114.1545 2114.2854 0.1309 62
2161.0693 2161.21 0.1407 65
2177.0642 21771719 0.1077 49
2223.0598 2223.2134 0.1536 69
2239.0547 2239.2361 0.1814 81
2337.084 2337.2317 0.1477 63
2337.084 2337.2317 0.1477 63
2364.1465 2364.3118 0.1653 70
2364.1465 2364.3118 0.1653 70
2445.3096 2445.4861 0.1765 72
2445.3096 2445.4861 0.1765 72
2 Chromosome 20 open reading frame 11 [Homo
sapiens]
( Peptide Informatlon)
Calc. Mass Obsrv. Mass *da *ppm
993.5588 993.6671 0.1083 109
1427.7603 1427.8761 0.1158 81
1470.7952 1470.8982 0.103 70
1598.89 1599.0055 0.1155 72
1598.89 1599.0055 0.1155 72
1821.8766 1821.9969 0.1203 66
1821.8766 1821.9969 0.1203 66

198
198
172
172
51
51
32
170
170
99
99
51

51
49
49
117
117
172
172
77

7

Start
Seq.

19

32
198
198
198
172
172

210
210
186
186
67
67
48
186
186
114
114
69

69

67

67

137

137

191

191

98

98

LLLWAQNELDQKK
LLLWAQNELDQKK
VWSEVNQAVLDYENR
VWSEVNQAVLDYENR
MESGIEPSVDLETLDER
MESGIEPSVDLETLDER
LIMNYLVTEGFKEAAEK
QKVWSEVNQAVLDYENR
QKVWSEVNQAVLDYENR
YLYFHLQQQHLIELIR
YLYFHLQQQHLIELIR

MESGIEPSVDLETLDERI
K
MESGIEPSVDLETLDERI
K
FRMESGIEPSVDLETLDE
R
FRMESGIEPSVDLETLDE
R
ETEAALEFAQTQLAEQG
EESR
ETEAALEFAQTQLAEQG
EESR
VWSEVNQAVLDYENRES
TPK
VWSEVNQAVLDYENRES
TPK
GQIQEAIALINSLHPELLD
TNR
GQIQEAIALINSLHPELLD
TNR

End Sequence

Seq.

26

43
209
210
210
186
186

LNNLHVQR
LIMNYLVTEGFK
LLLWAQNELDQK
LLLWAQNELDQKK
LLLWAQNELDQKK
VWSEVNQAVLDYENR
VWSEVNQAVLDYENR

17
108

41

80

53

28

89

0i[21594655

lon
Score

17
108

100

99.313

100

99.953

Oxidation (M)[1]

Oxidation (M)[3]

84.548

100

492 100

C. l. % Modification

100

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

1"

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
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1956.0146 1956.1411 0.1265 65 32
2078.03 2078.1665 0.1365 66 170

2078.03 2078.1665 0.1365 66 170
2114.1545 2114.2854 0.1309 62 99
2114.1545 2114.2854 0.1309 62 99
2337.084 2337.2317 0.1477 63 117
2337.084 2337.2317 0.1477 63 117
2364.1465 2364.3118 0.1653 70 172
2364.1465 2364.3118 0.1653 70 172
2445.3096 2445.4861 0.1765 72 7
2445.3096 2445.4861 0.1765 72 7

3 unnamed protein product [Homo sapiens]
( Peptide Information

Calc. Mass Obsrv. Mass *da *ppm Start
Seq.

993.5588 993.6671 0.1083 109 19
1427.7603 1427.8761 0.1158 81 32
1919.8903 1920.014 0.1237 64 51
1919.8903 1920.014 0.1237 64 51
1956.0146 1956.1411 0.1265 65 32
2161.0693 2161.21 0.1407 65 51
2177.0642 21771719 0.1077 49 51
2223.0598 2223.2134 0.1536 69 49
2239.0547 2239.2361 0.1814 81 49
2337.126 2337.2317 0.1057 45 135
2337.126 2337.2317 0.1057 45 135

4 spectrin repeat containing, nuclear envelope 1, isoform

CRA_d [Homo sapiens]

Peptide Information

Calc. Mass Obsrv. Mass *da *ppm Start

Seq.

48
186
186
114
114
137

137
191
191

98

98

End
Seq.

26
43
67
67
48
69

69
67
67
155

155

End
Seq.

LIMNYLVTEGFKEAAEK
QKVWSEVNQAVLDYENR
QKVWSEVNQAVLDYENR
YLYFHLQQQHLIELIR
YLYFHLQQQHLIELIR

ETEAALEFAQTQLAEQG
EESR

ETEAALEFAQTQLAEQG
EESR

VWSEVNQAVLDYENRES
TPK

VWSEVNQAVLDYENRES
TPK

GQIQEAIALINSLHPELLD
TNR

GQIQEAIALINSLHPELLD
TNR

Sequence

LNNLHVQR
LIMNYLVTEGFK
MESGIEPSVDLETLDER
MESGIEPSVDLETLDER
LIMNYLVTEGFKEAAEK

MESGIEPSVDLETLDERI
K

MESGIEPSVDLETLDERI
K

FRMESGIEPSVDLETLDE
R

FRMESGIEPSVDLETLDE
R

EVVQGCVHCLRVGTVDG
HMAL

EVVQGCVHCLRVGTVDG
HMAL

Sequence

80

53
28

89

0i[194388890

lon
Score

41

gil119568115

lon
Score

100

99.953
84.548

100

113 100 17780 5.86

C. |. % Modification

99.313

Oxidation (M)[1]

Oxidation (M)[3]
Carbamidomethyl (C)[6,9]
Carbamidomethyl (C)[6,9]

44 0 372748 5.1

C. . % Modification

Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

18

Rank Result Type
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957.6091 957.6151 0.006 6 3082
1449.6387 1449.8259 0.1872 129 1665
1470.7375 1470.8982 0.1607 109 2415
1598.7744 1599.0055 0.2311 145 2175
1598.8424 1599.0055 0.1631 102 2436
1873.9034 1873.8937  -0.0097 -5 2810
1919.9531 1920.014 0.0609 32 1074
1919.9531 1920.014 0.0609 32 1074
1955.9644 1956.1411 0.1767 90 1521
1977.9838 1978.0541 0.0703 36 2735
2094.1382 2094.1687 0.0305 15 1863
2135.9993 2136.1802 0.1809 85 2641
2337.2131 2337.2317 0.0186 8 2169
2337.2131 2337.2317 0.0186 8 2169
2445.1399 2445.4861 0.3462 142 2111
2445.1399 2445.4861 0.3462 142 2111
2620.2744 2620.4973 0.2229 85 5
2620.3577 2620.4973 0.1396 53 1379
2672.3276 2672.5518 0.2242 84 2730
2734.4258 2734.5615 0.1357 50 2151
2750.4321 2750.5693 0.1372 50 816

5 spectrin repeat containing, nuclear envelope 1, isoform
CRA_f [Homo sapiens]
Peptide Information
Calc. Mass Obsrv. Mass *da *ppm Start
Seq.

957.6091 957.6151 0.006 6 3191
1449.6387 1449.8259 0.1872 129 1774
1470.7375 1470.8982 0.1607 109 2524
1598.7744 1599.0055 0.2311 145 2284
1598.8424 1599.0055 0.1631 102 2545
1873.9034 1873.8937 -0.0097 -5 2919
1919.9531 1920.014 0.0609 32 1183

3089
1676
2425
2186
2451
2826
1090
1090
1537
2753

1879
2658

2186

2186

2130

2130

26

1401

2753

2174

839

LLLKEVSR
QCASTVQQQEDR
LWQKFLDDYSR
QWEELCHQLSLR
TAAFPSSSGVIYTVAK
GYMKLLGECSSSIDSVK
ETQFHTELMAQASAVLK
ETQFHTELMAQASAVLK
ELGQTWANLDHMVGQLK

GAVGLSDVMIPESPEAYV
K

FSKLQSFLLQHQTFLEK

ELELEDSAALSDLHWHD
R
VELLQRQWEELCHQLSL
R
VELLQRQWEELCHQLSL
R
LSQSLPDHHEELHAEQM
RCK
LSQSLPDHHEELHAEQM
RCK
LQYLTSVYCTEKMSQQV
AELGR
QLTVDFVNQSVLQISSQD
VESKR
DFYLRGAVGLSDVMIPES
PEAYVK
DTLSAYISADDISILNERV
ELLQR
LFVATALLPEETETCLFN
QEILAK

End Sequence

Seq.

3198
1785
2534
2295
2560
2935
1199

LLLKEVSR
QCASTVQQQEDR
LWQKFLDDYSR
QWEELCHQLSLR
TAAFPSSSGVIYTVAK
GYMKLLGECSSSIDSVK
ETQFHTELMAQASAVLK

gil119568117

lon
Score

Carbamidomethyl (C)[2]

Carbamidomethyl (C)[6]

Carbamidomethyl (C)[9]
Oxidation (M)[9]
Oxidation (M)[9]
Oxidation (M)[12]
Oxidation (M)[9]

Carbamidomethyl (C)[12]
Carbamidomethyl (C)[12]
Carbamidomethyl (C)[19]

Carbamidomethyl (C)[19]

Carbamidomethyl (C)[9], Oxidation (M)[13]

Oxidation (M)[14]

Carbamidomethyl! (C)[15]

42 0

C. . % Modification

Carbamidomethyl (C)[2]

Carbamidomethyl (C)[6]

Carbamidomethyl! (C)[9]
Oxidation (M)[9]

385227.6

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Mascot

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

18

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
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1919.9531
1955.9644
1977.9838

2094.1382
2135.9993

2337.2131

2337.2131

2445.1399

2445.1399

2620.2744

2620.3577

2672.3276

2734.4258

2750.4321

6 DNAH10 protein [Homo sapiens]

1920.014
1956.1411
1978.0541

2094.1687
2136.1802

2337.2317

2337.2317

2445.4861

2445.4861

2620.4973

2620.4973

2672.5518

2734.5615

2750.5693

Protein Group

0.0609
0.1767
0.0703

0.0305
0.1809

0.0186

0.0186

0.3462

0.3462

0.2229

0.1396

0.2242

0.1357

0.1372

DNAH10 protein [Homo sapiens]

( Peptide Information

Calc. Mass Obsrv. Mass

993.5978
1470.7661
1853.8278
1873.9663
1955.9644
2177.0002
2223.1189

2239.1138

2445.2153

2445.2153

993.6671
1470.8982
1853.9741
1873.8937
1956.1411
21771719
2223.2134

2239.2361

2445.4861

2445.4861

0.0693
0.1321
0.1463
-0.0726
0.1767
0.1717
0.0945

0.1223

0.2708

0.2708

32
90
36

15
85

142
142
85
53
84
50

50

* ppm

70
90
79

90
79
43

55
111

111

1183
1630
2844

1972
2750

2278
2278
2220
2220

114
1488
2839
2260

925

Start
Seq.

742
381
792
205

16
954
498

498
586

586

1199
1646
2862

1988
2767

2295

2295

2239

2239

135

1510

2862

2283

948

ETQFHTELMAQASAVLK
ELGQTWANLDHMVGQLK

GAVGLSDVMIPESPEAYV
K

FSKLQSFLLQHQTFLEK

ELELEDSAALSDLHWHD
R
VELLQRQWEELCHQLSL
R
VELLQRQWEELCHQLSL
R
LSQSLPDHHEELHAEQM
RCK
LSQSLPDHHEELHAEQM
RCK
LQYLTSVYCTEKMSQQV
AELGR
QLTVDFVNQSVLQISSQD
VESKR
DFYLRGAVGLSDVMIPES
PEAYVK
DTLSAYISADDISILNERV
ELLQR
LFVATALLPEETETCLFN
QEILAK

End Sequence

Seq.

749
393
805
219

31
970
515

515

606

606

KIYEVLTK
SAEAAFDMLLKFK
MCFHCVRNCVEITK
MIPLMERIAWEIAER
DEFLMNVQKFASNIQR
EELYNLHEEMEVLNRCV

YEQWMEVTEQVLPALMK
K
YEQWMEVTEQVLPALMK
K
MLDHYHMLIGTLNDAESV
LLK
MLDHYHMLIGTLNDAESV
LLK

gi|229597159

0i[229597161

lon
Score

Oxidation (M)[9]
Oxidation (M)[12]
Oxidation (M)[9]

Carbamidomethyl! (C)[12]
Carbamidomethyl (C)[12]
Carbamidomethyl! (C)[19]
Carbamidomethyl! (C)[19]

Carbamidomethyl (C)[9], Oxidation (M)[13]

Oxidation (M)[14]

Carbamidomethyl (C)[15]

42 0 114096.1 6.5

114096.1 6.5

C. . % Modification

Carbamidomethyl (C)[2,5,9]
Oxidation (M)[1]

Oxidation (M)[5]
Carbamidomethyl (C)[16]

Oxidation (M)[5]
Oxidation (M)[1,7]

Oxidation (M)[1,7]

Mascot
Mascot

Mascot

Mascot

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

10

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
Mascot
Mascot

Mascot
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2467.2585 2467.3606
2689.3137 2689.5137
7 IFT74 protein [Homo sapiens]

Peptide Information

Calc. Mass Obsrv. Mass

1598.818 1599.0055
1598.818 1599.0055
1948.9354 1949.0439
2061.1675 2061.1501
2094.0979 2094.1687
2161.0806 2161.21
2223.0386 2223.2134
2239.0334 2239.2361
2718.3616 2718.5452
2718.3616 2718.5452
2734.3564 2734.5615
8 IFT74 protein [Homo sapiens]

Protein Group

0.1021

0.2

0.1875
0.1875
0.1085
-0.0174

0.0708
0.1294

0.1748

0.2027

0.1836

0.1836

0.2051

41

74

* ppm

117
17
56

34
60

79
91
68
68

75

168

947

Start
Seq.

456
16

272
240

118
118
235
235

235

intraflagellar transport protein 74 homolog isoform b

[Homo sapiens]

( Peptide Information>
Calc. Mass Obsrv. Mass

1598.818 1599.0055

1598.818 1599.0055
2061.1675 2061.1501
2094.0979 2094.1687
2161.0806 2161.21
2223.0386 2223.2134
2239.0334 2239.2361

* da

0.1875
0.1875
-0.0174

0.0708
0.1294

0.1748

0.2027

* ppm

17
117
-8
34
60

79

91

Start
Seq.

16

272
240

118

118

190

968

NITHGSGFHVVLDTIPAM
MSALR
LLNESAKEELYNLHEEME
VLNR

End Sequence

Seq.

15
15
471
36

288
257

135

135

257

257

257

MASNHKSSAARPVSR
MASNHKSSAARPVSR
MELLESKMTEEQHSLK

GGVGLTGRPPSGIRPLS
GNIR

QEAVLLHEKLYELESHR

LLQELDTLQQQLDSQNM
K

GIEMYNQENSVYLSYEK
R

GIEMYNQENSVYLSYEK
R
TTNEKLLQELDTLQQQLD
SQNMK
TTNEKLLQELDTLQQQLD
SQNMK
TTNEKLLQELDTLQQQLD
SQNMK

End Sequence

Seq.

15
15
36

288
257

135

135

MASNHKSSAARPVSR
MASNHKSSAARPVSR

GGVGLTGRPPSGIRPLS
GNIR

QEAVLLHEKLYELESHR

LLQELDTLQQQLDSQNM
K
GIEMYNQENSVYLSYEK
R
GIEMYNQENSVYLSYEK
R

Oxidation (M)[17]

gi|211827211 40 0 57874.5 5.83
lon C. l. % Modification
Score
Oxidation (M)[1]
Oxidation (M)[17]
Oxidation (M)[4]
Oxidation (M)[22]
gi|78070721 38 0 42362.5 5.46
gi|151101151 42362.5 5.4600
000381
4697

lon C. . % Modification
Score

Oxidation (M)[17]

Oxidation (M)[4]

Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot

Mascot

Mascot

Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Rank Result Type

Mascot
Mascot

Mascot

Mascot

Mascot
Mascot

Mascot
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2718.3616

2718.3616

2734.3564

2718.5452

2718.5452

2734.5615

0.1836

0.1836

0.2051

9 KIAAO0796 protein [Homo sapiens]

( Peptide Informatlon)

Calc. Mass Obsrv. Mass

957.6091
1449.6387
1470.7375
1598.7744
1598.8424
1873.9034
1955.9644
2094.1382
2135.9993

2337.2131

2337.2131

2445.1399

2445.1399

2620.3577

2620.3577

2734.4258

957.6151
1449.8259
1470.8982
1599.0055
1599.0055
1873.8937
1956.1411
2094.1687
2136.1802

2337.2317

2337.2317

2445.4861

2445.4861

2620.4973

2620.4973

2734.5615

0.006
0.1872
0.1607
0.2311
0.1631

-0.0097
0.1767
0.0305
0.1809

0.0186

0.0186

0.3462

0.3462

0.1396

0.1396

0.1357

68
68

75

+ ppm

129
109
145
102
-5
90
15
85

142
142
53
53

50

10 hCG1643112, isoform CRA_b [Homo sapiens]

( Peptide Informatlon>

Calc. Mass Obsrv. Mass

1449.8074
1598.9125
1598.9125
1821.7894
1821.7894

1449.8259
1599.0055
1599.0055
1821.9969
1821.9969

*da

0.0185
0.093
0.093

0.2075

0.2075

* ppm

13
58
58
114
114

235
235

235

Start
Seq.

1723
329
1079
839
1100
1451
185
527
1305

833
833
775
775
43
43

815

Start
Seq.

286
196
196
181
433

257

257

257

TTNEKLLQELDTLQQQLD
SQNMK
TTNEKLLQELDTLQQQLD
SQNMK
TTNEKLLQELDTLQQQLD
SQNMK

End Sequence

Seq.

1730
340
1089
850
1115
1467
201
543
1322

850

850

794

794

65

65

838

LLLKEVSR
QCASTVQQQEDR
LWQKFLDDYSR
QWEELCHQLSLR
TAAFPSSSGVIYTVAK
GYMKLLGECSSSIDSVK
ELGQTWANLDHMVGQLK
FSKLQSFLLQHQTFLEK

ELELEDSAALSDLHWHD
R
VELLQRQWEELCHQLSL
R
VELLQRQWEELCHQLSL
R
LSQSLPDHHEELHAEQM
RCK
LSQSLPDHHEELHAEQM
RCK
QLTVDFVNQSVLQISSQD
VESKR
QLTVDFVNQSVLQISSQD
VESKR
DTLSAYISADDISILNERV
ELLQR

End Sequence

Seq.

297
208
208
195
447

NLVRHQFLHTGK
TFRQTSQLIVHLR
TFRQTSQLIVHLR
IHTGEKPYECNECGK
IHTGEKPYECNECGK

0i[20521662

lon
Score

0i|119585114

lon
Score

Oxidation (M)[22]

38 0

C. . % Modification

Carbamidomethyl (C)[2]

Carbamidomethyl (C)[6]

Carbamidomethyl (C)[9]
Oxidation (M)[12]

Carbamidomethyl! (C)[12]
Carbamidomethyl (C)[12]
Carbamidomethyl (C)[19]

Carbamidomethyl (C)[19]

38 0

C. . % Modification

Carbamidomethyl! (C)[10,13]
Carbamidomethyl (C)[10,13]

217930.8

58339.8

5.32

8.52

Mascot
Mascot

Mascot

13

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot
Mascot

Mascot
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1977.8905 1978.0541 0.1636 83 180
2222.9858 2223.2134 0.2276 102 162
3386.5352 3386.8064 0.2712 80 433

11 PREDICTED: hypothetical protein LOC100505970
[Homo sapiens]

Protein Group

PREDICTED: hypothetical protein LOC100505970
[Homo sapiens]

unnamed protein product [Homo sapiens]

,< Peptide Information>
Calc. Mass Obsrv. Mass

*da *ppm Start

Seq.
1449.7631 1449.8259  0.0628 43 113
2078.0376 2078.1665  0.1289 62 88
2078.0376 2078.1665  0.1289 62 88
2161.0134 2161.21  0.1966 91 33
2177.0083 2177.1719  0.1636 75 33
2718.3459 2718.5452  0.1993 73 39
2718.3459 2718.5452  0.1993 73 39
2734.3408 2734.5615  0.2207 81 39
2750.3357 2750.5693  0.2336 85 39

12 unnamed protein product [Homo sapiens]

Protein Group
hCG2021286 [Homo sapiens]

( Peptide Informatlon>|
Calc. Mass Obsrv. Mass

*da tppm Start

Seq.
1449.7269 1449.8259 0.099 68 1
1821.8549 1821.9969 0.142 78 93
1821.8549 1821.9969 0.142 78 93

195
179

460

RIHTGEKPYECNECGK

CDECGKAFYWSSHLIGH
R

IHTGEKPYECNECGKVFS

YNSSLMVHQR

End Sequence

Seq.

124
106

106

50

50

61

61

61

61

MVQFGLTPRTQR

MFLTAQTPWNVSLQPGS
GK
MFLTAQTPWNVSLQPGS
GK
DVPMMRQLGPCSQQNMI
R
DVPMMRQLGPCSQQNMI
R
QLGPCSQQNMIRMFLQL
GLCPAR
QLGPCSQQNMIRMFLQL
GLCPAR
QLGPCSQQNMIRMFLQL
GLCPAR
QLGPCSQQNMIRMFLQL
GLCPAR

End Sequence

Seq.

11
109

109

MYLYCQIAFLK

TGSCSVAQAGVQWRDL
S

TGSCSVAQAGVQWRDL

0i[310123740

gi[341914099

0i[34526672

lon
Score

0il40038701

gi|119598724

lon
Score

Carbamidomethyl (C)[11,14]
Carbamidomethyl (C)[1,4]

Carbamidomethyl (C)[10,13], Oxidation
(M)[24]

38 0 14232.3 11.15

14232.3 11.149
999618
5303

11.149
999618

5303

14232.3

C. . % Modification

Oxidation (M)[1]
Oxidation (M)[1]

Oxidation (M)[1]

Carbamidomethyl (C)[11]

Carbamidomethyl (C)[11], Oxidation (M)[4]
Carbamidomethyl (C)[5,20]

Carbamidomethyl (C)[5,20]

Carbamidomethyl (C)[5,20], Oxidation (M)[10]

Carbamidomethyl (C)[5,20], Oxidation

(M)[10,13]
38 0 13205.4 8.4
13205.4 8.3999
996185
3027

C. . % Modification

Carbamidomethyl (C)[5]
Carbamidomethyl (C)[4]

Carbamidomethyl (C)[4]

Mascot

Mascot

Mascot

Rank Result Type

Mascot

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Rank Result Type

Mascot

Mascot

Mascot
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2445.1433 2445.4861 0.3428 140 54
2445.1433 2445.4861 0.3428 140 55
13 immunoglobulin gamma heavy chain [Homo sapiens]
,< Peptide Information
Calc. Mass Obsrv. Mass *da *ppm Start
Seq.
1956.0582 1956.1411 0.0829 42 1
2222.9336 2223.2134 0.2798 126 88
2430.2842 2429.948  -0.3362 -138 1
2672.3606 2672.5518 0.1912 72 106
14 RecName: Full=Putative zinc finger protein 852
( Peptide Informatlon>|
Calc. Mass Obsrv. Mass *da *ppm Start
Seq.
1449.8074 1449.8259 0.0185 13 251
1598.9125 1599.0055 0.093 58 161
1598.9125 1599.0055 0.093 58 161
1821.7894 1821.9969 0.2075 114 146
1821.7894 1821.9969 0.2075 114 398
1977.8905 1978.0541 0.1636 83 145
2222.9858 2223.2134 0.2276 102 127
3386.5352 3386.8064 0.2712 80 398
15 unnamed protein product [Homo sapiens]
( Peptide Information>|
Calc. Mass Obsrv. Mass *da *ppm Start
Seq.
993.5978 993.6671 0.0693 70 685
1853.8278 1853.9741 0.1463 79 735
1873.9663 1873.8937  -0.0726 -39 205
1955.9644 1956.1411 0.1767 90 16
2177.0002 21771719 0.1717 79 897

71

72

S
REELNCVCLLCLEIYMWK

EELNCVCLLCLEIYMWKR

End Sequence

Seq.

19

105

23

130

QVQLVQAGAEVMKPGSS
VK
SEDTAVYYCAVYYFDSN
R
QVQLVQAGAEVMKPGSS
VKVSCK
YDYWGQGTLVIVSSAST
KGPSVFPL

End Sequence

Seq.

262
173
173
160
412
160
144

425

NLVRHQFLHTGK
TFRQTSQLIVHLR
TFRQTSQLIVHLR
IHTGEKPYECNECGK
IHTGEKPYECNECGK
RIHTGEKPYECNECGK

CDECGKAFYWSSHLIGH
R
IHTGEKPYECNECGKVFS
YNSSLMVHQR

End Sequence

Seq.

692
748
219

31
913

KIYEVLTK
MCFHCVRNCVEITK
MIPLMERIAWEIAER
DEFLMNVQKFASNIQR
EELYNLHEEMEVLNRCV

0i|1419579

lon
Score

0i[298286894

lon
Score

gi[34531580

lon
Score

Carbamidomethyl (C)[6,8,11], Oxidation
(M)[16]
Carbamidomethyl (C)[5,7,10], Oxidation
(M)[15]

37 0 14149 7.93
C. I. % Modification
Carbamidomethyl (C)[9]
Carbamidomethyl (C)[22]
37 0 59553.6 8.46

C. . % Modification

Carbamidomethyl (C)[10,13]
Carbamidomethyl (C)[10,13]
Carbamidomethyl (C)[11,14]
Carbamidomethyl (C)[1,4]

Carbamidomethyl (C)[10,13], Oxidation
(M)[24]

37 0 107163.5 6.32

C. |. % Modification

Carbamidomethyl (C)[2,5,9]
Oxidation (M)[1]

Oxidation (M)[5]
Carbamidomethyl (C)[16]

Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot
Mascot

Mascot
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2223.1189 2223.2134 0.0945 43 441
2239.1138 2239.2361 0.1223 55 441
2445.2153 2445.4861 0.2708 111 529
2445.2153 2445.4861 0.2708 111 529
2467.2585 2467.3606 0.1021 41 168
2689.3137 2689.5137 0.2 74 890

16 unnamed protein product [Homo sapiens]

( Protein Group
unnamed protein product [Homo sapiens]

( Peptide Informatlon)
Calc. Mass Obsrv. Mass

*da tppm Start

Seq.

957.4974 957.6151 0.1177 123 241
1449.7518 1449.8259 0.0741 51 119
1470.7474 1470.8982 0.1508 103 19
1492.6737 1492.8605 0.1868 125 283
1620.7687 1620.95 0.1813 112 283
2077.9795 2078.1665 0.187 90 136
2077.9795 2078.1665 0.187 90 136
2093.9744 2094.1687 0.1943 93 136
2672.2847 2672.5518 0.2671 100 248

17 PREDICTED: LOW QUALITY PROTEIN: zinc finger
protein 167 [Homo sapiens]

Protein Group

PREDICTED: zinc finger protein 167 [Homo sapiens]

unnamed protein product [Homo sapiens]

( Peptide Information
Calc. Mass Obsrv. Mass

*da tppm Start
Seq.

458

458

549

549

190

911

YEQWMEVTEQVLPALMK
K
YEQWMEVTEQVLPALMK
K
MLDHYHMLIGTLNDAESV
LLK
MLDHYHMLIGTLNDAESV
LLK
NITHGSGFHVVLDTIPAM
MSALR
LLNESAKEELYNLHEEME
VLNR

End Sequence

Seq.

247
131

30
295
296
153

153
153

271

End
Seq.

YMNFRVK
QIKDGVTMAPAFR
NEEIQSFIYSLK
VDDLSVEWDAMGR
VDDLSVEWDAMGRK

AKVSDNMSHLMVDFAQE
R

AKVSDNMSHLMVDFAQE
R

AKVSDNMSHLMVDFAQE
R

ACNKAVAGEFSEPVTLET
PAFMFR

Sequence

0il40033395

qi|10432996

lon
Score

gi|239742001

0i[341914472

gi|194384678

lon
Score

Oxidation (M)[5]
Oxidation (M)[1,7]

Oxidation (M)[1,7]

Oxidation (M)[17]

37 0 56339.4 6.78
56339.4 6.7800
002098
0835
C. I. % Modification
Oxidation (M)[8]
Oxidation (M)[7]
Carbamidomethyl (C)[2]
36 0 62253.6 8.59
62253.6 8.5900
001525
8789
62263.6 8.5900
001525
8789

C. . % Modification

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Mascot

Mascot

Mascot

Rank Result Type
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1449.8074 1449.8259
1598.9125 1599.0055
1598.9125 1599.0055
1821.7894 1821.9969
1821.7894 1821.9969
1977.8905 1978.0541
2222.9858 2223.2134
3386.5352 3386.8064

0.0185
0.093
0.093

0.2075

0.2075

0.1636

0.2276

0.2712

18 transcription activator [Homo sapiens]

,< Peptide Information>
Calc. Mass Obsrv. Mass

957.5727 957.6151
1470.7773 1470.8982
1821.8348 1821.9969
1821.8348 1821.9969
2078.0134 2078.1665
2078.0134 2078.1665
2101.0317 2101.1072
2467.0171 2467.3606

2689.374 2689.5137
2718.3452 2718.5452
2718.3452 2718.5452
2734.3401 2734.5615

0.0424
0.1209
0.1621
0.1621
0.1531
0.1531
0.0755

0.3435

0.1397

0.2

0.2

0.2214

13
58
58

114

114
83

102

80

* ppm

44
82
89
89
74
74
36

139
52
74
74

81

285
195
195
180
432
179
161

432

Start
Seq.

632
740
149
149
681
681
663
276
230
505
505

505

19 TPA_exp: spectrin-like protein of the nuclear envelope

and Golgi [Homo sapiens]

( Peptide Information>|
Calc. Mass Obsrv. Mass

957.6091 957.6151
1449.6387 1449.8259
1470.7434 1470.8982

* da

0.006
0.1872
0.1548

* ppm

129
105

Start
Seq.

8254
6860
4129

296
207
207
194
446
194
178

459

NLVRHQFLHTGK
TFRQTSQLIVHLR
TFRQTSQLIVHLR
IHTGEKPYECNECGK
IHTGEKPYECNECGK
RIHTGEKPYECNECGK

CDECGKAFYWSSHLIGH
R
IHTGEKPYECNECGKVFS
YNSSLMVHQR

0i[292498

End Sequence lon

Seq.

639
751
163
163
698
698
680
295
252
525
525

525

Score

IVERAEIK
LGMVEWIEPPKR
TEQEEDEELLSESRK
TEQEEDEELLSESRK
ESELTDEDITTILERGEK
ESELTDEDITTILERGEK

EEMLQMIRHGATHVFAS
K
DEMMPGEWDVCVTSYE
MVIK
NIPGPHMVLVPKSTLHN
WMNEFK
VLIFSQMTRLLDILEDYCM
WR
VLIFSQMTRLLDILEDYCM
WR
VLIFSQMTRLLDILEDYCM
WR

0i|34849883

End Sequence lon

Seq.

8261
6871
4142

Score

LLLKEVSR
QCASTVQQQEDR
SDAESTAVHLEALK

Carbamidomethyl (C)[10,13]
Carbamidomethyl (C)[10,13]
Carbamidomethyl (C)[11,14]

Carbamidomethyl (C)[1,4]
Carbamidomethyl (C)[10,13], Oxidation
(M)[24]

36 0 89010.8

C. . % Modification

Oxidation (M)[3]

Oxidation (M)[3]

Carbamidomethyl (C)[11], Oxidation
(M)[3,4,17]

Carbamidomethyl (C)[18], Oxidation (M)[7]

Carbamidomethyl (C)[18], Oxidation (M)[7]

Carbamidomethyl (C)[18], Oxidation (M)[7,19]

36 0

C. |. % Modification

Carbamidomethyl (C)[2]

6.98

972409.3 5.4

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Mascot

Rank Result Type

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

26

Rank Result Type

Mascot
Mascot

Mascot
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1492.7716
1598.8384
1598.8424
1620.8666
1821.9204
1821.9204
1837.9153
1873.9034
1919.9531
1919.9531
1956.0371
1977.9916
2061.0168

2094.1382
2100.9482
2135.9993

2161.1863
2177.0767

2223.1404

2239.0701

2337.2131

2337.2131

2445.2441

2445.2441

2620.293

2620.3577

2718.4312

2718.4312

2734.426

2750.4321

1492.8605
1599.0055
1599.0055
1620.95
1821.9969
1821.9969
1837.9769
1873.8937
1920.014
1920.014
1956.1411
1978.0541
2061.1501

2094.1687
2101.1072
2136.1802

2161.21
21771719

2223.2134

2239.2361

2337.2317

2337.2317

2445.4861

2445.4861

2620.4973

2620.4973

2718.5452

2718.5452

2734.5615

2750.5693

0.0889
0.1671
0.1631
0.0834
0.0765
0.0765
0.0616
-0.0097
0.0609
0.0609
0.104
0.0625
0.1333

0.0305
0.159
0.1809

0.0237
0.0952

0.073

0.166

0.0186

0.0186

0.242

0.242

0.2043

0.1396

0.114

0.114

0.1355

0.1372

60
105
102

51

42

42

34

5

32

32

53

32

65

15
76
85

44

33

74

99

99

78

53

42

42

50

50

738
4129
7631

737
3571
3571
3571
7982
6269
6269
2592
4896
4914

7058
2447
7836

841
1608

2807

4003

7364

7364

4023

4023

2338

6574

878

878

878

6011

20 malignant T cell amplified sequence 1, isoform CRA_b

[Homo sapiens]

750
4143
7646

750
3584
3584
3584
7998
6285
6285
2608
4912
4932

7074
2463
7853

859
1626

2825

4020

7381

7381

4043

4043

2359

6596

902

902

902

6034

LSEPLEVSFMNVK
SDAESTAVHLEALKK
TAAFPSSSGVIYTVAK
KLSEPLEVSFMNVK
LMEQKFQQVDEWLK
LMEQKFQQVDEWLK
LMEQKFQQVDEWLK
GYMKLLGECSSSIDSVK
ETQFHTELMAQASAVLK
ETQFHTELMAQASAVLK
NEVHKVEMFLGELLAAR
ILEDAVDEWTGFNNKVK

ATEMIDQLQDKLPGSSAE
K

FSKLQSFLLQHQTFLEK
HFSESMQEFQEWFLGAK

ELELEDSAALSDLHWHD
R

INEIITVLEREAQSSALFK

EHAQCLEGTILGHLSQQ
QK
FVLLDHLQSILSEAEDHT
R
SELWIYLQDADQQLQNM
K
VELLQRQWEELCHQLSL
R
VELLQRQWEELCHQLSL
R
HSELELNIAQNMVSQVKD
FVK
HSELELNIAQNMVSQVKD
FVK
DFTAQSTQVEKFINDITT
WFTK
QLTVDFVNQSVLQISSQD
VESKR
MTLCLVLGSMISMLSTAKI
TIAGYK
MTLCLVLGSMISMLSTAKI
TIAGYK
MTLCLVLGSMISMLSTAKI
TIAGYK
LFVATALLPEETETCLFN
QEILAK

gi|119632280

Oxidation (M)[2]
Carbamidomethyl (C)[9]
Oxidation (M)[9]
Oxidation (M)[9]

Carbamidomethyl (C)[5]

Oxidation (M)[17]
Carbamidomethyl (C)[12]
Carbamidomethyl (C)[12]
Oxidation (M)[12]

Oxidation (M)[12]

Carbamidomethyl (C)[4], Oxidation (M)[1]
Carbamidomethyl (C)[4], Oxidation (M)[1]
Carbamidomethyl (C)[4], Oxidation (M)[1,10]

Carbamidomethyl (C)[15]

36 0 15684.2  8.98

Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot
Mascot

Mascot

Mascot
Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot
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( Peptide Information>

Calc. Mass Obsrv. Mass

1854.0272
1919.9718

1919.9718

2061.9766

2077.9714

2077.9714

2467.2551

1853.9741
1920.014

1920.014

2061.6851

2078.1665

2078.1665

2467.3606

*da % ppm
-0.0531 -29
0.0422 22
0.0422 22
-0.2915 -141
0.1951 94
0.1951 94
0.1055 43

Start
Seq.

45
61
61
97
97
97

115

End Sequence

Seq.

60
79

79

114

114

114

135

YPFILPHQQVDKGAIK

FVLSGANIMCPGLTSPGA
I}:VLSGANIMCPGLTSPGA
gHALCVGVMKMSAEDIE
(EHALCVGVMKMSAEDIE
SHALCVGVMKMSAEDIE
VNKGIGIENIHYLNDGLW
HMK

lon
Score

C. . % Modification

Carbamidomethyl (C)[10]

Carbamidomethyl (C)[10]

Carbamidomethyl (C)[5], Oxidation (M)[9]
Carbamidomethyl (C)[5], Oxidation (M)[9,11]
Carbamidomethyl (C)[5], Oxidation (M)[9,11]

Oxidation (M)[20]

Rank Result Type

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot

Mascot
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