
index
of

authors
A
Ahmed, Asif 1619
Alawo, Deborah O.A. 1592
Andrés, Vicente 1758
Andresen, Volker 1674
Arkenberg, Anke 1876
Arthur, Helen M. 1659
Azevedo, Flávio 1901

B
Bailey, Rebecca L. 1667
Banfi, Andrea 1644, 1654
Bank, Erin M. 1705
Bates, David O. 1576
Becerra, Gracia 1849, 1854
Bedmar, Eulogio J. 1880, 1886
Ben Yaou, Rabah 1687
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Freije, José M.P. 1710

G
Gates, Andrew J. 1838, 1844,

1880
Gerós, Hernâni 1901
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