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Campagna, Michela 50
Campbell, Susan G. 1131
Cano, Florencia 1621
Cappellini, Enrico 539
Cardle, Linda 683
Carlton, Jeremy 1397
Carneiro, Jorge 1270
Carter, Nigel P. 445
Carvalho, Ana 1655
Cascante, Marta 1302
Caspi, Yaron 422
Chaikuad, Apirat 1378
Chamberlain, Luke H. 163, 522

Chamond, Nathalie 1548
Chan, Jerry K.Y. 1489
Chapados, Brian 433
Chee, Francis 564
Chen, Jiandong 1082
Chin, Lih-Shen 144
Chrzanowska-Lightowlers,

Zofia M.A. 1523
Chun, Abel C.S. 110
Cighetti, Roberto 1390
Clark, Simon J. 1342
Clarke, Richard 914
Clegg, Peter D. 1627
Cobb, Stuart 498
Cobbold, Laura C. 1581
Coen, Katrijn 1474
Coldwell, Mark J. 1495
Colland, Frédéric 137
Colleypriest, Benjamin J. 313, 364
Collins, Matthew J. 539
Conde, Francisco 104
Connolly, Bernadette 1125
Cooper, Jonathan D. 1448, 1484, 1489
Corfield, Anthony P. 1329, 1368
Coutelle, Charles 1489
Coux, Olivier 98
Cowan, Catherine M. 564, 988
Cowling, Victoria H. 1598
Crispin, Max 1349, 1723
Cronin, James 337
Croning, Mike D.R. 445
Crosas, Bernat 1, 21
Crozat, Estelle 395
Cryle, Max J. 934
Cunningham, Stephen 1333

Dall’Osto, Luca 651
Damore, Gaetana 1390
Danovi, Davide 1067
Darszon, Alberto 1270
David, Anna L. 1489
David, Leonor 358
Davidovich, Chen 422
Davidson, Cristin 1436
Davies, Gideon J. 1179
Davies, Jennifer 529
Davis, Lianne C. 1424
Day, Anthony J. 1342
d’Azzo, Alessandra 1453
De, Sandip 1543
Deary, Ian J. 445
de Atauri, Pedro 1302
de Bianchi, Silvia 651
Decordier, Ilse 1691
De Decker, Robert 1001
de Figueiredo, Luı́s F. 1202
Dell, Anne 1290, 1307
Dell’Orco, Daniele 1275
Demeyer, Dominique 967
Dennerlein, Sven 1523
Denning, Chris 1037
Denuc, Amanda 34
Deschodt-Arsac, Véronique 1319
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Duc, Céline 1077
Dunn, Elizabeth A. 1099
Dupree, Paul 923
Dyson, Michael R. 908
Dziedzic, Dariusz 695

Earnshaw, William C. 1655
Echeverria, Manuel 672
Edgar, David 1062
Edwards, Mark R. 172
Egger, Sigrid 1378
Eguren, Manuel 65
Ehrlich, Marcelo 187
Eichenlaub-Ritter, Ursula 1681
Elcock, Lauren S. 263
Elliott, David J. 237
Ellis, Juliet A. 257
Eltahir, Zak 337
Emons, Anne Mie C. 823
Engel, Tobias 977
Ertych, Norman 1704
Evans, David E. 307, 729, 741

Falk, Anna 1067
Fant, Xavier 1655
Farrant, J. Mark 313, 364
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kinase inhibitor, 1067
kinesin, 205
kinetic model, 1230
kinetic modelling, 1275
kinetic model of metabolism, 1294
kinetochore, 1660, 1667
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LSD (see lysosomal storage disorder;

lysosomal storage disease)
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lysosomal dysfunction, 1448
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neurofibrillary tangle (NFT), 564, 953, 973,

993, 996, 1001
neuroguidin, 1088
neuroimmune mediator, 476

neuroimmune response, 1448
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O
objective function, 1206
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oesophagus, 313
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antigen)
Pearson correlation, 923
peptidyltransferase centre, 1576
perfused heart, 1319
permeability transition pore (PTP), 841
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P-glycoprotein, 1537

phage display, 1333
phage infection cycle, 1386
phagocytosis, 1417, 1420
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post-transcriptional regulation, 1608, 1627
post-translational modification, 98
post-translational processing, 253
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pre-mRNA splicing, 1099, 1110
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programmed cell death, 588
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proteasome, 1, 6, 14, 40, 150
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Protein Circular Dichroism Data Bank

(PCDDB), 861
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sialic acid, 1361
signal integration, 1257
signalling, 21, 529, 627, 641, 710, 1027,

1235
signal recognition particle (SRP), 1093
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single-molecule fluorescence, 914
siRNA (see short interfering RNA)
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strigolactone, 717
stroma, 327, 783
STRUBBELIG, 583
structural biology, 928
structural dynamics, 471
structural virology, 1349
submucosal gland, 370
substrate reduction therapy, 695, 1465
SUMO (see small ubiquitin-related
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ta-siRNA (see trans-acting short interfering

RNA)
tau, 545, 953, 955, 967, 973, 977, 981,

993, 996, 1001, 1006, 1012, 1016,
1021

tau knockout, 1001
tauopathy, 953, 955, 962, 988, 996, 1016
tauopathy model, 967
tau transgenic mouse, 1001
T-cell receptor, 914
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translesion synthesis, 110
transmitting tract, 631
transthyretin (TTR), 466
trigger loop, 428
Tripsacum, 631
tri-small nuclear ribonucleoprotein

(tri-snRNP), 1105
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