A
Aillet, Fabienne 40
Ashery, Uri 187

B

Bachs, Oriol 83

Barclay, Jeff W. 172

Barrio, Rosa 54

Benkirane, Monsef 98
Berkers, Celia R. 14
Bertram, Lars 150

Bittins, Claudia Margarethe 199
Boban, Mirta 301

Brandeis, Michael 78
Braun, Juliane 301

Bridger, Joanna M. 263, 287
Bryant, Nia J. 209

Bueno, Avelino 104
Burgoyne, Robert D. 172

C

Campagna, Michela 50
Chamberlain, Luke H. 163
Chin, Lih-Shen 144

Chun, Abel C.S. 110
Colland, Frédéric 137
Conde, Francisco 104
Coux, Olivier 98

Crosas, Bernat 1, 21

D

Denuc, Amanda 34
de Wit, Heidi 192
Dohmen, R. Jirgen 29

E

Edwards, Mark R. 172
Equren, Manuel 65
Ehrlich, Marcelo 187
Elcock, Lauren S. 263
Elliott, David ). 237
Ellis, Juliet A. 257
Evans, David E. 307

F

Farras, Rosa 1

Feine, Oren 78
Finley, Daniel 6
Fiserova, Jindriska 273

Fogarty, Sarah 205
Foisner, Roland 253, 301
Foster, Clare R. 297

G

Gallego-Sanchez, Alfonso 104
Gerdes, Hans-Hermann 199
Gnocchi, Viola F. 257
Goldberg, Martin W. 273
Goldenberg, Seth ). 132
Gorleku, Oforiwa A. 163
Gottfried, Irit 187
Goulbourne, Chris N. 292
Graham, Margaret E. 172
Graumann, Katja 307
Greaves, Jennifer 163
Guerra-Rebollo, Marta 116

H

Haapasalo, Annakaisa 150
Hamilton, Andrew J. 229
Hardie, D. Grahame 205
Haucke, Volker 181
Hautbergue, Guillaume M. 232
Hill, Elaine V. 205

Hiltunen, Mikko 150

Hjerpe, Roland 54

Hutchison, Christopher J. 297

1
Isasa, Marta 21

J
Jin, Dong-Yan 110
Johnson, James R. 172

K

Katz, Elijah ). 21

Kill, lan R. 287

Kogel, Tanja 199

Koh, Li Fang 217
Kreutz, Michael R. 177
Kulkarni, Meeta 242

L

Leclerc, Isabelle 205
Li, Lian 144
Listovsky, Tammy 78
Liu, Yilei 237

Lois, L. Maria 60
Lopitz-Otsoa, Fernando 40

M

MacDonald, Chris 209
Malik, Poonam 268
Malumbres, Marcos 65
Manchado, Eusebio 65
Marblestone, Jeffrey G. 132
Marfany, Gemma 1, 34
Martens, Sascha 213
Martin, David 54
Mateo, Francesca 83
Matias, Ana C. 29
Mattern, Michael R. 132
McCance, Dennis J. 223
McDade, Simon S. 223
McDonald, Angela 205
Mehta, Ishita S. 287
Mikhaylova, Marina 177
Morgan, Alan 172
Morris, Glenn E. 278
Morris, Joanna R. 92
Moumen, Abdeladim 87
Munson, Mary 209

N
Naumann, Michael 156
Nicholson, Benjamin 132

0

Olzmann, James A. 144
Oren, YifatS. 78

Ovaa, Huib 14

Ozqur, Sevim 242

P
Park, Soyeon 6
Pechstein, Arndt 181
Perkins, Neil D. 217
Prescott, Gerald R. 163
Przyborski, Stefan A. 297
Pujol, Maria Jesus 83

R

Ramos, Paula C. 29

Randles, K. Natalie 278

Reddy, Pasham
Parameshwar 177

Rivas, Carmen 50
Rodriguez, Manuel S. 1, 40
Roelofs, Jeroen 6

Rudolf, Rudiger 199
Rutter, Guy A. 205

S

Sajman, Julia 78
Sénchez, Jonatan 54
San Segundo, Pedro 104
Sardet, Claude 98
Scharner, Juergen 257
Schirmer, Eric C. 268
Schweitzer, Katrin 156
Selvarajah, Jogitha 87
Shackleton, Sue 281
Shupliakov, Oleg 181
Simpson-Lavy, Kobi ). 78
Smallwood, Dawn T. 281
Soininen, Hilkka 150
Stoecklin, Georg 242

T

Talamillo, Ana 54

Tanzi, Rudolph E. 150
Thomson, Timothy M. 1, 116
Tian, Geng 6

\'

van Zon, Wouter 72

Vaux, David J. 292
Vertegaal, Alfred C.0. 46
Vidal-Laliena, Miriam 83
Viswanathan, Jayashree 150
Vitale, Nicolas 167

w

Walsh, Matthew J. 232
Wilson, Robert G. 297
Wilson, Stuart A. 232
Witzel, Ini-lsabée 217
Wolthuis, Rob M.F. 72
Worman, Howard J. 253

1
Zammit, Peter S. 257
Zuleger, Nikolaj 268

Volume 38 Part 1 © 2010 Biochemical Society

SIOY)Ne O XIpuT—




A

acetylation, 83, 98

acquired lipodystrophy, 292

actin, 181

acylation, 163

adrenal cortex, 54

aggresome, 144, 150

alcohol, 172

ALY, 232

Alzheimer’s disease (AD), 150

AMP-activated protein kinase (AMPK), 205

anaphase-promoting complex (APC), 110

anaphase-promoting complex/cyclosome
(APC/C), 1, 65, 72, 78

antagonistic modulation 34

antiviral activity, 50

AP180 N-terminal homology (ANTH), 187

Arabidopsis, 60, 307

aspartate-histidine-histidine-cysteine
(DHHC) palmitoyltransferase, 163

assembly, 6

ATPase associated with various cellular
activities (AAA protein), 6

AU-rich element, 242

autophagy, 144

autosomal Emery-Dreifuss muscular
dystrophy (A-EDMD), 257

B

biomarker, 297

bortezomib, 14

breast cancer susceptibility gene 1
(BRCA1), 92

budding yeast, 104

C

Caenorhabditis elegans, 172

caldendrin, 177

calneuron 1, 177

cAMP-response-element-binding protein
(CREB), 83

cancer, 98, 223, 297

carfilzomib, 14

Carma1-Bcl10-Malt1 complex (CBM), 156

€dc20, 65, 72

Cdh1, 65

cell cycle, 1, 78

cell cycle regulation, 65

cell proliferation, 301

centromere-associated protein E (CENP-E),
46

chaperone, 6, 29

checkpoint, 104

chromatin, 301

chromatin organization, 268

chromosome positioning, 268

clathrin, 181

closed conformation, 209

comparative proteomics, 21

conjugation machinery, 60

cross-talk, 34

C-terminal extension, 29

cullin-RING ubiquitin ligase (CRL), 156

cyclin, 72

cyclin A, 83

cyclin D1, 217

cytokine, 21

D

deadenylation, 242

decapping, 242

degradation, 83

degron, 78

dense-core vesicle, 199

deubiquitinating enzyme (DUB), 21, 137,
156

dilated cardiomyopathy (DCM), 257

disease, 253

DNA damage, 92, 104, 110, 116

DNA-damage repair, 1

DNA damage response (DDR), 87

DNA polymerase, 110

DNA repair, 116

docking, 192

double-C2 domain (D0OC2), 213

double-stranded DNA, 92

dynamin, 181

E

electron microscopy, 192

endocytosis, 181, 187

epidermis, 223

Epstein-Barr nuclear antigen-1 (EBNA-1),
137

Epstein-Barr virus (EBV), 137

erythrocyte, 229

exocytosis, 163, 167, 172, 192, 199, 213

F

familial partial lipodystrophy 2 (FPLD2), 257

Fanconi’s anaemia complementation group
D2 (FANCD2), 87

farnesylation, 281

farnesyltransferase | inhibitor, 287

FG domain, 273

fibrillarin, 287

filamentous actin (F-actin), 192

four-dimensional confocal imaging, 205

G

gene positioning, 263
gene regulation, 268
genome organization, 263
Golgi, 177

GTPase, 167

GW-body, 242

H

higher plant, 307

highly active antiretroviral therapy
(HAART), 292

high-throughput screening, 132

huntingtin-interacting protein 1-related
(HIPTR), 187

histone acetyltransferase (HAT), 98

HIV protease inhibitor, 292

homologous with E6-associated protein
C-terminus (HECT), 132

huntingtin-interacting protein 1 (HIP1), 187

Hutchinson-Gilford progeria syndrome
(HGPS), 257, 281, 287

|
immunoproteasome inhibitor, 14

inhibitor of nuclear factor «B (IxB), 156
inner nuclear membrane (INM), 268
insulin secretion, 205

intersectin (ITSN), 181

K

karyopherin, 273
keratinocyte, 223
Ki67, 287
kinesin, 205

L

lamin, 253, 257, 297, 301

lamin A, 281

lamin A/C, 278

laminopathy, 257, 281

lamin protein, 263

limb-girdle muscular dystrophy 18
(LGMD1B), 257

LMNA, 253, 257

M

maturation, 199

membrane fusion, 213

membrane traffic, 209

microRNA (miRNA), 229, 242
misfolded protein, 144

mitosis, 72, 301

mitotic switch, 78

mRNA degradation, 242

MRNA export, 232

Munc18-1, 172, 192

murine double minute 2 (Mdm?2), 137
mycobactericidal proteasome inhibitor, 14
myosin Va, 199

N

Nek2a, 72

nesprin, 278

neural-precursor-cell-expressed
developmentally down-regulated 8
(NEDDS), 156

neuronal calcium-sensor protein-1 (NCS-1),
177

nuclear assembly, 301

nuclear envelope (NE), 253, 268, 281, 292,
301, 307

nuclear factor «B (NF-«B), 50, 217

nuclear import, 278

nuclear matrix (NM), 263

nuclear membrane, 278

nuclear periphery, 268

nuclear pore complex (NPC), 273, 307

nucleocytoplasmic transport, 273

nucleolus, 287

nucleoporin, 273

NXF1, 232

P

p300/CREB-binding protein-associated
factor (PCAF), 83

p53, 50, 98, 223

p63, 223

©2010 Biochemical Society

Xopur 133fqms




Biochemical Society Transactions (2010) Volume 38, part 1

palmitoylation, 163

parkin, 144

Parkinson’s disease, 144

PC12 cell, 167

phosphatidic acid, 167

phosphoinositide 4-kinase 1118 (P14KB), 177

phospholipase D¢ (PLD4), 167

phosphorylation, 116

plant, 60

post-translational modification, 98

post-translational processing, 253

prelamin A, 292

premature aging, 281

presenilin, 150

proliferating-cell nuclear antigen (PCNA),
87,104, 110

propeptide, 29

proteasome, 1, 6, 14, 40, 150

proteasome activity assay, 14

proteasome-assembly chaperone (PAC), 29

protein aggregation, 150

protein inhibitor of activated STAT (PIAS),
92

protein neuropeptide, 205

protein target, 60

proteomics, 87

R

Rab3, 172

regulatory particle, 6

replication, 104

resveratrol, 50

ribosomal S6 kinase 2 (RSK2), 167
ribosome, 229

RING, 132

RNA-binding and export factor (REF), 232
RNA-binding protein, 237

RNA processing, 217

Ro, 229

S
Sad1/UNC-84 domain (SUN domain), 307

©2010 Biochemical Society

Sec1p/Munc18 (SM), 209

serine- and arginine-rich protein (SR
protein), 232, 237

signalling, 21

signal transducer and activator of
transcription (STAT), 92

Sla2p, 187

Smad nuclear interacting protein 1 (SNIP1),
217

small ubiquitin-related modifier (SUMO), 1,
34, 46, 54, 60, 92, 116

soluble N-ethylmaleimide-sensitive fusion
protein-attachment protein receptor
(SNARE), 163, 209, 213

spindle assembly checkpoint (SAC), 65

spindle checkpoint, 72

splicing, 237

stem cell, 297

steroidogenesis, 54

steroid receptor, 54

SUMOylation, 54

suni, 278

25 kDa synaptosome-associated protein
(SNAP-25), 163

synaptic nuclear envelope (Syne), 278

synaptic vesicle, 181, 213

synaptotagmin, 213

synergistic outcome, 34

syntaxin-1, 192

syntaxin, 209

systematic evolution of ligands by
exponential enrichment (SELEX), 237

T

talin-like domain, 187

tandem ubiquitin-binding entity (TUBE), 40
TAP, 232

transcription, 217

transcriptional regulation, 263
transcription factory, 263

translation, 229

translesion synthesis, 110

tumour necrosis factor receptor 1 (TNFR1),
156

tumour progression, 297

u

ubc9, 46

ubiquilin-1, 150

ubiquitin-proteasome system, 21

ubiquitin-protein ligase, 132, 144

ubiquitin, 1, 116

ubiquitin-associated domain (UBA domain),
40

ubiquitination, 78, 87, 110

ubiquitin-binding domain (UBD), 40, 87

ubiquitin-interacting motif (UIM), 40

ubiquitin ligase, 78

ubiquitin-like molecule, 34

ubiquitin-like protease 2 (Ulp2), 46

ubiquitin-mediated proteolysis 1 (UMP1),
29

ubiquitin-processing protease (UBP), 104

ubiquitin-specific protease (USP), 137

ubiquitylation, 40, 54, 83, 98

UNC-18, 172

UV cross-linking and immunoprecipitation
(CLIP), 237

v
virus, 50

Y
yeast, 273
Y RNA, 229

/A
IMPSTE24, 292



