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Lüscher, Benjamin P. 1338

M
Madeddu, Paolo 1221
Maden, Charlotte H. 1228
Maquat, Lynne E. 1287
Martin, Loren J. 1334
McDade, Donna M. 1375

McGonigle, Ian 1404
Mei, Lingling 1415
Mellor, Harry 1184
Mizielinska, Sarah M. 1389
Mohamed, Mahmoud S. 1394
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Ylä-Herttuala, Seppo 1198
Yu, Zhiliang 1415

Z
Zachary, Ian C. 1171
Zhao, Cun-You 1415
Zukin, R. Suzanne 1369

Volume 37 Part 6 C© 2009 Biochemical Society v



subject
index

A
AAA (see ATPase associated with various

cellular activities)
Aβ (see amyloid β-peptide)
acidothermophile, 23
actin, 961, 966
activation-induced cytidine deaminase

(AID), 561
activator protein-2 (AP-2), 1104
adaptor protein (AP), 1355
ADAR (see adenosine deaminase that acts

on RNA)
adenosine deaminase that acts on RNA

(ADAR), 1399
adenosylcobalamin, 336
ADMA (see asymmetric dimethylarginine)
adult neurogenesis, 1419
aggregation, 36, 682
aging, 303, 479, 819, 1050
AGO2 (see Argonaute 2)
agonist, 1347
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