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Chan, C.B. 802
Chan, P.H. 1283, 1366
Chantry, A. 761
Chao, M.V. 607
Chee, F. 88
Cherny, D. 979
Chin, J.W. 328
Chinetti, G. 1128
Choi, J.-Y. 404
Chotai, D. 1124
Christian, M. 1103
Chun, Y.-J. 1183
Cid, L.P. 899
Claessens, F. 1089
Clague, M.J. 754
Clark, A.R. 1018
Clarke, D.J. 251
Clarke, D.T. 427
Clarke, T.A. 143
Cole, J.A. 104, 111, 122, 143
Collins, H.F. 1173
Connolly, C.N. 863
Constantinidou, C. 104
Cook, P.R. 1133
Cools, H.J. 1219
Cooper, D.M.F. 468, 480
Cooper, M.A. 882
Corsi, I. 1228
Cortés-Lorenzo, C. 165
Coussen, F. 927
Covaceuszach, S. 605
Covington, D.K. 770
Cox, R.D. 806
Cramer, P. 1058
Cramm, R. 182
Crandall, T. 1366
Crocker, P.R. 1024
Cullen, P.J. 846
Culmsee, C. 1334
Cummins, C.L. 1110
Cutruzzolà, F. 185
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