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Grüber, G. 883
Guibert, B. 1265
Guillén-Gómez, E. 216
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Pallardó, F.V. 1397
Palmada, M. 213
Palmer, S.L. 867
Palmer, T. 105
Palmer, T.M. 1126
Palomino, C.A. 265
Pangalos, M.N. 553
Panstruga, R. 389
Paraskeva, C. 667, 676, 712, 721, 730
Parrill, A.L. 1366
Parrini, M.C. 646
Parsons, R.B. 1091
Pasrija, R. 1219
Passmore, A.P. 1096
Pastor-Anglada, M. 216
Patching, S.G. 867
Patel, H.H. 1131
Patey, S.J. 1116
Patsos, G. 721
Patsos, H.A. 667, 712
Pavitt, G.D. 1487
Payne, R.J. 763
Penfield, S. 380
Penfold, D.W. 76
Perelygin, V.V. 73

Perez Melero, C. 772
Perkins, N.D. 1547
Persson, J. 287
Pfeffer, S. 627
Pfleger, N. 873
Philippot, L. 200
Philips, M.R. 657
Phillips, R.L. 321
Phillips-Jones, M.K. 867
Piazza, A. 573
Pickersgill, R.W. 811
Pickett, C.J. 3
Pierik, A.J. 86
Pinjon, E. 1210
Pipeleers, D. 300
Pittman, A. 582
Pittman, M.S. 190
Ploux, O. 802
Podlisny, M.B. 1087
Polgar, O. 241
Polgar, T. 1405
Pollet, N. 1541
Pollitt, A. 1243
Poock, S. 137
Poole, R.K. 176
Popova, Y. 253
Popplewell, J. 931
Posewitz, M. 70, 80, 102
Poteryaev, D. 606
Poulin, F. 1544
Poulsen, P. 261
Powl, A.M. 905
Prasad, P.D. 237
Prasad, R. 1219
Prasad, T. 1219
Prescott, G.R. 1341
Prestwich, G.D. 1357
Price, H.P. 643
Price-Lloyd, N. 949
Prieto, J.-L. 1441
Przybilski, R. 477
Psakis, G. 867
Puente, X.S. 331
Pyne, N.J. 1370
Pyne, S. 1370

Qian, L. 1357
Qualtrough, D. 667
Querin, L. 294
Quinn, A.-M. 796
Qwarnstrom, E.E. 1405

Raemaekers, T. 559
Rajkowitsch, L. 450
Rákhely, G. 36, 61
Ralf, C. 1456
Raney, K.D. 1474
Rasko, J.E.J. 233
Ravanel, S. 758
Razavet, M. 3
Read, A.F. 986
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Tavaré, J.M. 346
Terrin, A. 1323
Theodoratou, E. 108
Thevelein, J. 253, 276, 291, 1547
Thuret, R. 1541
Tielens, A.G.M. 967
Todd, S.A. 1096
Toniolo, D. 1438
Toogood, H. 747, 754
Torres, L. 1397
Townsend, M. 1087
Trayhurn, P. 1078
Tresierra-Ayala, A. 127
Tse Sum Bui, B. 820
Tsunematsu, T. 1337
Tucker, N. 181
Turnbull, J.E. 1116
Turnbull, S. 548
Turnowsky, F. 1197

Uchida, T. 792
Ullah, M. 507
Ureta, A.C. 94

Vallon, V. 213
Van De Casteele, M. 300
van de Pas-Schoonen, K.T. 119, 205
van der Star, W. 119
Van de Velde, S. 253
van de Vossenberg, J. 119
Van Dijck, P. 253, 291
Vandormael, P. 253
van Gastel, M. 7
van Haaster, D.J. 12
Vanhecke, D. 1407
van Hellemond, J.J. 967
van Keulen, G. 210
van Loosdrecht, M. 119
van Niftrik, L. 119

Van Nuland, A. 253
Vanoni, M. 294, 297
Van Roey, K. 253
van Thiel, A. 754
van Veen, H.W. 1008
Van Zeebroeck, G. 253
Vavassori, S. 1154, 1418
Veen, M. 1178
Velamakanni, S. 1008
Velasco, G. 331
Veneault-Fourrey, C. 384
Venter, H. 1008
Veracini, L. 1313
Vergani, P. 1003
Verslues, P.E. 375
Vidal-Puig, A.J. 1053
Vierstra, R.D. 393
Vignais, P.M. 28
Vigouroux, C. 1073
Villalonga, P. 649
Viña, J.R. 1397
Viola, F. 1202
Visser, T.J. 228
Voelker, D.R. 1141
Vollbrecht, E. 1502
Volpicelli-Daley, L. 1269
von Heijne, G. 1012
Voordouw, G. 59
Voordouw, J.K. 59

Wagner, A. 1174
Wagner, C. 1119
Wagner, E.J. 471
Wakeham, M.C. 851
Walch-Liu, P. 283
Walker, S.C. 479
Wallace, J.M.W. 428
Wallace, L.J.M. 977
Walravens, K. 867
Walsh, D.M. 1087
Walsh, F.S. 1513
Wang, H. 20
Wang, K. 1154, 1418
Wang, Q. 563
Wang, Z.-Y. 384
Warman, A.J. 747, 796
Warren, M.J. 811, 815
Watanabe, N. 1385
Watt, N.T. 1123
Watts, C.A. 173
Weijer, C.J. 1507
Weik-Collins, H. 306
Wellstead, P. 507
Welsh, G.I. 346
Wherlock, M. 346
Whitby, M.C. 1451
White, J. 210
White, S.H. 1012
White, T.C. 1215
Whitmore, D. 962
Whitney, H.M. 743
Wickstead, B. 1435
Wiese, A. 272
Wikström, K. 698
Wilhelm, S. 56
Williams, A.C. 667, 676, 712
Williams, E.A. 709, 728
Williams, R.J.P. 825

C©2005 Biochemical Society



Author index 1555

Williamson, M.P. 503
Willis, A.E. 1483
Wilson, T.J. 461
Winder, S.J. 1254
Winsor, B. 1247
Wiseman, F. 1094
Witherden, I.R. 667
Wobbes, B. 272
Woebking, B. 1008
Wolfgang, M. 1063
Wolkenhauer, O. 507
Wollerton, M. 457
Wong, W.W. 1423
Wongsa, S. 1421
Wood, I.S. 1078
Wood, M.D.H. 772
Wright, P.C. 1421
Wu, B. 261
Wu, L. 1456
Wyllie, D.H. 1405

Xu, Y. 1357

Yamanaka, S. 1522
Yan, B. 253
Yan, J. 921
Yang, J. 1421
Yang, X. 1507
Yarwood, S.J. 1327
Yates, A. 1518
Yates, E.A. 1116
Yildirir, G. 1409
Yonath, A. 488
Yong, P. 76
Yoshikawa, S. 934
Yu, X. 1290

Zaccolo, M. 1323
Zaitseva, J. 990

Zajicek, R.S. 147
Zamparo, I. 1323
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membrane mimic, 931
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membrane traffic, 652, 1265, 1269, 1276,
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membrane transport, 1000, 1186
membrane transport protein, 867
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memory loss, 591
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metabolic engineering, 1430
metabolic flux distribution, 1421
metabolic networking, 1154, 1413, 1418
metabolic regulation, 1430
metabolic syndrome, 213, 362, 1041,
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metabolism, 516, 1399, 1423
metabolite, 287
metabolomics, 520, 1427
metal, 1082
metal centre, 15, 108
metalloenzyme, 61
metalloprotein, 86
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metastasis, 1282
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microglial activation, 573
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microsatellite instability, 684, 728
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microtubule-associated protein (MAP),
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mitochondrial translocase, 1019
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mitogen-activated protein kinase (MAPK),
297, 1158

MLO, 389
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molybdate transport, 127
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morphogenesis, 384, 1219
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mossy-fibre synapse, 1345
motility, 646, 975, 1243
motoneuron, 551
mouse model, 689, 1053
MRL/MpJ, 413
MRP (see multidrug-resistance protein)
MS, 409
mTOR (see mammalian target of

rapamycin)
MUC1, 705

multidrug efflux, 873
multidrug resistance, 241, 1008
multidrug-resistance protein (MRP), 241
Munc18, 1341
Mus81, 1451
muscular dystrophy, 1254
mutagenesis, 1202, 1206
MutYH-associated polyposis (MAP), 679
MutYH (MYH), 679
Mycobacterium tuberculosis, 802
MYH (see MutYH)
myo-inositol synthesis, 983
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myostatin, 1513

N
NADH dehydrogenase, 836
NADH:ubiquinone oxidoreductase

(complex I), 525, 836, 840
NAD-reducing hydrogenase, 25
NAG-1 (see non-steroidal anti-

inflammatory drug-activated gene)
Nanog, 1518
nanosensor, 287
Nap, 190
napA, 200
NapC, 147
nap gene, 127
NAR, 47
NARF, 47
narG, 200
nascent chain elongation, 488
Neanderthal man, 582
necrosis, 1394
NEFA (see non-esterified fatty acid)
Neisseria meningitidis, 134, 187
neprilysin, 1101
network component analysis (NCA), 1423
neurodegeneration, 548, 559, 568, 578,

586, 1082, 1123
neurodegenerative disease, 1113
neuron, 1350
neuropeptide Y, 1068
neuroserpin, 321
Neurospora, 949, 953
neurotoxicity, 1111
neutral lipid, 1174, 1182
NF-κB (see nuclear factor κB)
niacin, 237
nickel, 1, 94
nickel–iron hydrogenase, 22, 25, 42, 105
NifA, 94
NifL–NifA system, 152
NifS/NifU, 90
nitrate, 113, 190, 205, 283
nitrate reductase, 173, 200, 210
nitrate respiration, 127, 141
nitrate transport, 159
nitration, 1397
nitric oxide, 113, 176, 184, 187, 190,

193, 198
nitric-oxide-donating aspirin, 701
nitric oxide (NO), 1119, 1129, 1394, 1397,
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nitric oxide reductase, 105, 130
nitric oxide sensor, 181
nitric oxide synthase (NOS), 1397
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nitrite reductase, 137, 147
nitrite reduction, 162
nitrite transport, 159
nitrogen, 200
nitrogenase, 33, 90, 113
nitrogen assimilation, 164
nitrogen cycle, 119, 195
nitrogen fixation, 94, 157, 170
nitrogen regulation, 152, 170
nitrosating agent, 176
nitrosyl complex, 187
nitrous oxide, 113, 205
NMD (see nonsense-mediated decay)
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N-methyl-d-aspartate receptor
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NO (see nitric oxide)
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non-mevalonate pathway, 785
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non-steroidal anti-inflammatory drug
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NorR, 181
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Notch, 1541
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NtcA, 164
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nuclear export, 499
nuclear factor κB (NF-κB), 701
nucleic acid metabolism, 1474
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nucleoside, 216
nucleotide-binding domain, 990, 1003
nucleotide exchange, 662
nucleotide triphosphatase (NTPase), 1474
nucleus, 1137
nutrient sensing, 261, 302
nutrient-sensing system, 253
nutrient sensor, 316
nystatin, 1206
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Oct4, 1518
octapeptide repeat, 1123
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oligomer, 1082, 1087
OmpA, 910, 916
oncogene, 343

oocyte, 863
organelle, 1131
organic waste, 73
organogenesis, 1534
organ specificity, 943
orientation selection, 15
OSC (see oxidosqualene cyclase)
osmoregulation, 375
oxidation, 754
β-oxidation, 380
oxidative phosphorylation, 897
oxidative stress, 1082, 1123, 1390, 1399
oxidized lipid, 1385
oxidoreductase, 137, 1382
oxidosqualene cyclase (OSC), 1202
2-oxoglutarate, 152
oxygen, 36
oxygen inactivation, 70
oxygen reduction site, 934
oxygen sensitivity, 80
oxygen tolerance, 22
oxygenic photosynthesis, 921

P
p21-activated kinase (Pak), 646
P450 BM3, 747
PII protein, 152, 164
P/O ratio, 897
PII regulatory protein, 170
pKa shifting, 466
P7 stem, 479
PA (see phosphatidic acid)
Pak (see p21-activated kinase)
palladium catalyst, 76
palmitoylation, 1091
pancreas, 371
pancreatic cancer, 701
Pan1p, 1273
pantothenate biosynthesis, 743
pantothenate synthetase, 743
Paracoccus denitrificans, 829
Paracoccus pantotrophus, 147
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Parkinson’s disease, 548, 586, 1106
pathogen, 867
pathogenesis, 1101
pathogenic bacterium, 83
pathology, 1073
pathophysiology, 586
pattern search, 477
PDE (see phosphodiesterase)
PDHK (see pyruvate dehydrogenase kinase)
PDK1 (see phosphoinositide-dependent

kinase 1)
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peptidyl transferase, 493
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peroxisome-proliferator-activated
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peroxisome-proliferator-activated
receptor γ (PPAR-γ ), 1366

pexophagy, 972
PFV (see protein-film voltammetry)
Pgp, 241

pharmacological therapy, 339
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domain)
phorbol ester, 1341
phosphatase, 343
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phosphate permease, 253
phosphatidic acid (PA), 1362
phosphatidylcholine, 1146
phosphatidylinositol, 1150
phosphatidylserine, 1141, 1150
phosphodiesterase (PDE), 1119
phosphoenolpyruvate carboxylase kinase,
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phosphoinositide (PI), 1276, 1285, 1303
phosphoinositide-dependent kinase 1

(PDK1), 1170, 1303
phosphoinositide 3-kinase (PI3K), 1029,

1279, 1507, 1522
phospholamban, 913
phospholipid, 934, 938, 1141, 1150
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synthetase (Prs), 1154, 1418
phosphorothioate, 1357
phosphorylation, 649, 1126, 1350, 1354,

1509
phosphotransferase system, 220
photofermentation, 39
photolysis, 886
photopigment, 962
photoreceptor, 949
photosynthesis, 51, 758
photosynthetic bacterium, 851
phototaxis, 863
phototrophic bacterium, 61
PHS (see phytosphingosine)
phylogeny, 22, 210
phytosphingosine (PHS), 1170
phytosterol diversity, 1189
PI (see phosphoinositide)
PI3K (see phosphoinositide 3-kinase)
Pick’s disease, 595
pigment-dispersing factor, 957
PIKfyve, 346
β-pinwheel, 1465
PKA (see protein kinase A)
PKA pathway (see protein kinase A

pathway)
PKB (see protein kinase B)
PKC (see protein kinase C)
PKCζ (see protein kinase Cζ )
plant architecture, 1502
plant development, 758
plant domestication, 1502
plant gene expression, 272
plant metabolism, 945
plant secretion, 1016
plant tetrapyrrole, 737
plasma membrane, 657, 1131
plasma triacylglycerol, 1059
plasmid, 157
Plasmodium falciparum, 977
plastoquinone, 921
platelet, 409, 418, 1096
platelet phosphoproteome, 409
platelet releasate, 409
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polymerization, 321
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pre-mRNA splicing, 443, 499
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presenilin, 568
presenilin 1 (PS1), 559
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prion, 548, 578, 1094
prion protein (PrP), 335, 1094, 1123
programmed cell death, 1260
progress curve, 12
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prostate cancer, 1362
protease, 321, 331, 553
protease inhibitor, 331
protein aggregation, 543, 548
protein C, 401
protein disulphide-isomerase, 1382
protein dynamics, 845
protein engineering, 851, 924
protein-film voltammetry (PFV), 137
protein folding, 1094, 1382
protein interaction network, 530
protein kinase, 1170
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1327, 1330, 1354, 1509
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253
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350
protein kinase C (PKC), 657, 1033, 1341
protein kinase Cζ (PKCζ ), 350
protein–lipid interaction, 1012
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1444
protein phosphatase-1 regulatory subunit,
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protein–protein interaction, 105, 124
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protein targeting, 975
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proteolysis, 1123
proteolytic processing, 1254
proteomics, 409, 503, 530
proton binding, 466
proton-conducting pathway, 829
proton leak, 897
protonmotive force, 525
proton pump, 840
proton pumping, 934
proton transfer, 825, 845
proton translocation, 836
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pyridoxal-5′-phosphate, 802
Pyrococcus furiosus, 12
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pyruvate dehydrogenase kinase (PDHK),
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Rab-GDI (see Rab GDP-dissociation
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Rab GTPase, 614
Rac, 631
Rac1, 646
rac targeting, 609
radiation, 676
radical, 754
radical reaction, 806
‘radical SAM’ family, 820

Rad51 recombinase, 1447
Ralstonia eutropha, 25, 97
Ralstonia eutropha H16, 193
ramosa1, 1502
Rap, 1330
Rap1, 1327
rapamycin, 225
Ras, 297, 657, 662
Rb (see retinoblastoma protein)
reaction centre, 851, 924
reaction mechanism, 780
reactive oxygen species (ROS), 300, 375,

1123, 1385, 1390, 1394
reacylation, 1146
real-time PCR, 733
receptor-mediated endocytosis defective

screen (rme screen), 606
recessive inheritance, 718
recombinant human erythropoietin

(rHuEPO), 1129
RecQ helicase, 1456
redox, 1382
redox enzyme, 56
redox partner system, 796
redox regulation, 51, 1378
reductase, 113
reductive activation, 147
RegA, 28
RegAB, 36
regulated intramembrane proteolysis,

568
regulation of expression, 36, 61
regulatory hydrogenase, 97
regulatory hydrogenase–HoxJ complex, 97
related to ubiquitin 1 (RUB1), 393
REP (see Rab escort protein)
repetitive sequence, 67
replication fork, 1471
replication restart, 1471
ResA, 149
reserve accumulation, 280
resistance mechanism, 1210
respiratory chain, 134, 525
respiratory competent mitochondrion,

1162
respiratory nitrite reductase, 162
retinal binding, 863
retinoblastoma protein (Rb), 676
reverse splicing, 482
reverse transfection, 1407
reversible dissociation, 883
reversible phosphorylation, 1444
rheumatoid arthritis (RA), 1129
Rhizobium, 33, 94, 157, 162
Rho, 631, 891
Rho GDP dissociation inhibitor (RhoGDI),

623
Rho GTPase, 609, 649
Rhodobacter capsulatus, 28, 56
Rhodobacter sphaeroides, 845
RhoE, 649
RhoGDI (see Rho GDP-dissociation inhibitor)
rHuEPO (see recombinant human

erythropoietin)
rhythmic environment, 949
riboflavin biosynthesis, 780
riboflavin synthase, 780
ribonucleoprotein (RNP), 479, 499
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nuclear ribonucleoprotein (hnRNP);
small nuclear ribonucleoprotein
(snRNP); U2 small nuclear
ribonucleoprotein (U2 snRNP)]

ribosomal gene, 1441
ribosome, 488, 493
ribosome protection, 1000
ribosome scanning, 1231
riboswitch, 474
ribozyme, 466, 482, 493
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RNA polymerase I, 1441
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RNA recognition motif, 457
RNAi (see RNA interference)
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ROS (see reactive oxygen species)
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SCF complex (see SKP/Cullin/F-box
complex)
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Sec 7 domain, 635
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secondary carrier, 220
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secretase, 553
γ -secretase, 559
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selectivity factor (SL1), 1441
selenate reductase, 173
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shoot development, 1499
short-chain fatty acid, 237
Sic1, 294
σ 54, 193
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signal processing elements, 520
signal recognition particle (SRP), 1024
signal transducer and activator of

transcription (STAT), 1126
signal transduction, 97, 152, 170, 354,
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signal-transduction pathway, 530
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single-channel kinetics, 1003
single-molecule fluorescence, 878
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single-particle analysis, 996
siRNA (see small interfering RNA)
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site-directed mutagenesis, 1189
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SK (see sphingosine kinase)
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953
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SLC5A8, 237
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Slt2, 1154
Sm, 433
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small interfering RNA (siRNA), 471
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small-molecule ligand, 543
small-molecule modulator, 339
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(SMR), 873

small nuclear ribonucleoprotein
(snRNP), 443
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small nuclear RNA (snRNA), 433
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small ubiquitin-like modifier (SUMO), 393
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SMR (see small multidrug resistance
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SNARE (see soluble N-ethylmaleimide-

sensitive fusion protein attachment
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snRNA (see small nuclear RNA)
snRNP (see small nuclear
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snRNP maturation (see small nuclear

ribonucleoprotein maturation)
sodium–glucose co-transporter (SGLT1), 302
sodium translocation, 836
soil bacterium, 210
Solanaceous species, 1430
soluble adhesion molecule, 406
soluble N-ethylmaleimide-sensitive fusion

protein attachment protein receptor
(SNARE), 639

SPB2 (see selenocysteine insertion
sequence-binding protein 2)

spectroelectrochemistry, 3
spectroscopy, 187
S-phase progression, 471
sphingolipid, 1166, 1170, 1178, 1219
sphingosine kinase (SK), 1370
sphingosine 1-phosphate (S1P), 1370
spin coupling, 15
spliceosome, 447
splicing (see also alternative splicing;

pre-mRNA splicing; reverse splicing;
trans-splicing)

splicing, 433, 439
SPNET (see supratentorial primitive

neuroectodermal tumour)
Sprague–Dawley rat, 1068
squalene epoxidase, 1197
squalene-hopene cyclase (SHC), 1202
Src family tyrosine kinase, 1313
Src homology-3 (SH3), 1247
SRP (see signal recognition particle)
Srs2 helicase, 1447
Ssy1, 261
starch, 102
STAT (see signal transducer and activator

of transcription)
STC-1 cell, 302
stem–loop binding protein, 471
sterol, 1182, 1206
sterol biosynthesis, 1215
sterol biosynthesis inhibitor, 1189
sterol methyltransferase, 1189
sterol response element, 1215
sterol uptake, 1186, 1215
steryl ester, 1174, 1182
stochastic behaviour, 1421
strand annealing, 1456
strand passage, 1460
strand separation, 1474
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Streptomycete, 210
stress tolerance, 276
subcellular localization, 743
substrate-assisted catalysis, 990
substrate complex, 108
substrate-mediated catalysis, 488
subunit rotation, 878
sucrose, 272
sugar, 269
sugar sensing, 272
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sulphur deprivation, 39, 70
sulphur source, 820
SUMO (see small ubiquitin-like modifier)
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superoxide, 300
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transport system)
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terpene biosynthesis, 785
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tetrapyrrole, 811
tetrapyrrole biosynthesis, 737
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therapeutic intervention, 1101
therapeutics, 306
therapeutic target, 551
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thiazolidinedione therapy, 1037
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thiol, 1378, 1385
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thiol redox control, 1375
thioredoxin (Trx), 1375
thioredoxin reductase (TrxR), 1375
three-dimensional structure, 996
thrombosis, 401
thylakoid, 1024
thyroid hormone, 228
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tissue engineering, 413
tissue factor, 418
tissue regeneration, 413
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TM domain (see transmembrane domain)
TMS (see transmembrane segment)
Toll, 1405
topoisomerase, 1460, 1465
topoisomerase III, 1456
TPS1, 280
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transcription, 1435
transcriptional activator, 193
transcriptional regulation, 28, 184, 195,
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transcription factor, 272, 1423, 1502
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transformed cell, 297
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transgenic approach, 1430
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trans-Golgi network, 1285
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transmembrane domain (TM domain),
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trans-splicing, 450
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TREK, 1366
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uncoupling protein (UCP), 897
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homology modelling, 1202
homology to ubiquitin 1 (HUB1), 393
Homo sapiens, 582
horizontal gene transfer, 482
hormone signalling, 269
horseradish peroxidase, 886
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HR (see homologous recombination)
HS (see heparan sulphate)
HSC (see haematopoietic stem cell)
hsp, 551
HT1080 cell, 1135
HUB1 (see homology to ubiquitin 1)
human genetics, 582
hup gene, 33, 67
HupT/HupR, 28
hup transposon, 94
HXK (see hexokinase)
Hxk2-dependent signalling pathway, 265
HXT gene, 247
hybrid-cluster protein, 195
hydrazine, 119
hydrogen, 83
hydrogenase (see also iron hydrogenase;

NAD-reducing hydrogenase;
nickel–iron hydrogenase; regulatory
hydrogenase; uptake hydrogenase),
1, 7, 12, 15, 36, 39, 59, 61, 70, 73, 80,
94, 102, 108

hydrogenation catalyst, 76
hydrogen electrode, 73
hydrogen metabolism, 22, 97
hydrogenosome, 47
hydrogen peroxide, 548, 1082
hydrogen photoproduction, 102
hydrogen-producing organism, 1
hydrogen respiration, 83
hydrogen sensor HupUV, 28
hydrogen transfer mechanism, 820
hydrolysis, 878
hydrophobicity scale, 1012
3-hydroxyacyl-thioester dehydratase, 1162
hydroxylamine, 119
hydroxylamine oxidoreductase, 113
4-hydroxynonenal (4-HNE), 1385
hyperfine sublevel correlation (HYSCORE), 7
hyperglycaemia, 300
hyperplasia, 1513

hypersensitivity, 715
hypertension, 213
hyperthermophile, 22
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hypoxia, 1078, 1137, 1394
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correlation)

I
ICP27, 499
IHF (see integration host factor)
IL-1β (see interleukin-1β)
IL-6 (see interleukin-6)
IL-8 (see interleukin-8)
IL-10 (see interleukin-10)
imaging, 287, 631
imino form 1a, 772
immune evasion, 981
immune system, 331
immunization, 553
immunohistological method, 1407
immunotherapy, 563
import motor, 1019
infinite regress, 516
inflammation, 401, 406, 423, 573, 1078
inflammatory signalling network, 1405
inhibition, 721
inhibitor, 343
initiation factor, 1231
innervation, 1049
INO1 (see inositol-1-phosphate synthase)
inositol, 1150
inositol 1-phosphate, 983
inositol-1-phosphate synthase (INO1), 983
insect virus, 1479
insertional mutagenesis, 102
in silico analysis, 1435
in silico screening, 539
insulin, 343, 346, 350, 354, 1033, 1037,

1073
insulin-induced amyloid, 1041
insulin mimetic, 339
insulin receptor substrate 1 (IRS1), 358
insulin resistance, 339, 354, 1045, 1053
insulin sensitizer, 339, 358
insulin signalling, 358
integration host factor (IHF), 28
integrin, 609, 1308
interactome, 530
interdisciplinary research, 503
intergenic region, 67
interleukin-1β (IL-1β), 573
interleukin-6 (IL-6), 1126
interleukin-8 (IL-8), 1405
interleukin-10 (IL-10), 573
internal initiation, 1231
internal ribosome entry segment (IRES),

1231, 1479, 1483
internal ribosome entry segment

trans-acting factor (ITAF), 1483
intestine, 302, 311
intracellular flux, 1421
iodothyronine, 228
ion–sulphur cluster, 820
IR spectroscopy, 3
IRES (see internal ribosome entry segment)
iron hydrogenase, 3, 20, 47
iron–sulphur–oxygen cluster, 195

iron–sulphur protein, 1, 15, 20, 86, 90
IRS1 (see insulin receptor substrate 1)
isc gene, 90
Isc1p, 1166
isochorismate, 763
isopentenyl isomerase, 785
isosteric replacement, 1357
isotopomer analysis, 1413
ITAF (see internal ribosome entry segment

trans-acting factor)
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KcsA, 905, 916
kDNA (see kinetoplast DNA)
α-keto acid dehydrogenase, 977
ketopantoate hydroxymethyltransferase

(KPHMT), 743
ketopantoate reductase, 767
KIF13B, 1279
kinase, 343, 354
kinetoplast DNA (kDNA), 1409
Kir6.2, 916
knotting/unknotting of DNA, 1460
KNOX gene, 1499
KPHMT (see ketopantoate

hydroxymethyltransferase)

L
lactate reabsorption, 237
lactation, 1397
lamella, 1250
lamellipodium, 623, 1250
lamin, 1073
laminopathy, 1438
laws of thermodynamics, 825
least squares estimation (LSE), 1421
legume, 33
leptin, 1029
leucocyte, 406
leukaemia inhibitory factor (LIF), 1518
leukaemic stem cell (LSC), 1531
leukotriene D4, 698
LIF (see leukaemia inhibitory factor)
light chain 2, 1327
light–dark cycle, 962
light responsiveness, 962
lincosamide, 1000
linker, 543
lipid, 924, 938, 1141
lipid metabolism, 1053, 1178
lipid–peptide interaction, 931
lipid phosphatase, 1507
lipid phosphate phosphatase (LPP), 1370
lipid–protein interaction (see also

protein–lipid interaction), 905, 916,
938

lipid raft, 335, 1131, 1219, 1313, 1319
lipid storage, 1174
lipodystrophy, 1073
lipolysis, 1059
lipophilic quinone inhibitor, 921
liposome, 619
liposome structure, 931
lipoylation pathway, 977
live-cell analysis, 662
liver, 311, 371
liver X receptor, 1059
LKB1, 362
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location proteomics, 535
long-chain base, 1170
long-chain fatty acid, 1178
long-term potentiation (LPT), 563, 1087,

1345, 1354
LPA (see lysophosphatidic acid)
LPP (see lipid phosphate phosphatase)
LPT (see long-term potentiation)
LQT3, 539
LRRK2, 586
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LSC (see leukaemic stem cell)
LSE (see least squares estimation)
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lysophosphatidic acid (LPA), 1357, 1362,

1366, 1370
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machine learning, 520, 535
macrolide, 1000
macrophage, 198
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malaria, 785, 977
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mammalian mRNA, 1231
mammalian proteolytic system, 331
mammalian target of rapamycin (mTOR),

225, 1522
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MAPK (see mitogen-activated protein

kinase)
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matrix metalloproteinase-9 (MMP-9), 1135
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malonyl-CoA decarboxylase)
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MD (see molecular dynamics)
mechanosensitive channel, 905
meiosis, 1451
melittin, 931
membrane binding, 913
membrane-bound denitrification, 130
membrane domain, 609
membrane lipid raft, 409
membrane microdomain, 627
membrane mimic, 931
membrane protein, 56, 851, 910, 924, 938,

996, 1012, 1225
membrane traffic, 652, 1265, 1269, 1276,

1279, 1290
membrane transport, 1000, 1186
membrane transport protein, 867
memory, 1033
memory loss, 591
meristem, 283, 1499, 1502
metabolic engineering, 1430

metabolic flux distribution, 1421
metabolic networking, 1154, 1413, 1418
metabolic regulation, 1430
metabolic syndrome, 213, 362, 1041,

1078
metabolism, 516, 1399, 1423
metabolite, 287
metabolomics, 520, 1427
metal, 1082
metal centre, 15, 108
metalloenzyme, 61
metalloprotein, 86
metalloprotein assembly, 102
metastasis, 1282
methyl-CpG-binding domain protein, 1537
methyl transfer, 806
MHC class I and class II, 705
micelle, 910
microaerobiosis, 141
microaerophily, 134
microarray, 733, 1427
microdomain, 1131
microglial activation, 573
microparticle, 418
microsatellite instability, 684, 728
microtubule, 891, 1269, 1295
microtubule-associated protein (MAP),

1327
Mig1, 265
migration, 694
mitochondrial complex I, 840
mitochondrial fatty acid synthesis, 1162
mitochondrial translocase, 1019
mitochondrion, 86, 525, 758, 897, 967,

977, 1019, 1158, 1260, 1385, 1390,
1399

mitogen-activated protein kinase (MAPK),
297, 1158

MLO, 389
MMP-9 (see matrix metalloproteinase-9)
MMR (see DNA mismatch repair)
mobilization, 1174
modelling, 503, 1427
modulator, 1513
molecular chaperone, 105, 124
molecular dynamics (MD), 80, 910, 1012
molecular hydrogen, 97
molecular machine, 825
molecular motor, 1474
molecular simulation, 916
molybdate transport, 127
molybdenum, 173
molybdopterin cofactor, 124
monocyte, 418
morphogenesis, 384, 1219
mosaic gene, 986
mossy-fibre synapse, 1345
motility, 646, 975, 1243
motoneuron, 551
mouse model, 689, 1053
MRL/MpJ, 413
MRP (see multidrug-resistance protein)
MS, 409
mTOR (see mammalian target of

rapamycin)
MUC1, 705
multidrug efflux, 873
multidrug resistance, 241, 1008

multidrug-resistance protein (MRP), 241
Munc18, 1341
Mus81, 1451
muscular dystrophy, 1254
mutagenesis, 1202, 1206
MutYH-associated polyposis (MAP), 679
MutYH (MYH), 679
Mycobacterium tuberculosis, 802
MYH (see MutYH)
myocardial phenotype, 1413
myo-inositol synthesis, 983
myostatin, 1513

N
NADH dehydrogenase, 836
NADH:ubiquinone oxidoreductase

(complex I), 525, 836, 840
NAD-reducing hydrogenase, 25
NAG-1 (see non-steroidal anti-

inflammatory drug-activated gene)
Nanog, 1518
nanosensor, 287
Nap, 190
napA, 200
NapC, 147
nap gene, 127
NAR, 47
NARF, 47
narG, 200
nascent chain elongation, 488
Neanderthal man, 582
necrosis, 1394
NEFA (see non-esterified fatty acid)
Neisseria meningitidis, 134, 187
neprilysin, 1101
network component analysis (NCA), 1423
neurodegeneration, 548, 559, 568, 578,

586, 1082, 1123
neurodegenerative disease, 1113
neuron, 1350
neuropeptide Y, 1068
neuroserpin, 321
Neurospora, 949, 953
neurotoxicity, 1111
neutral lipid, 1174, 1182
NF-κB (see nuclear factor κB)
niacin, 237
nickel, 1, 94
nickel–iron hydrogenase, 22, 25, 42, 105
NifA, 94
NifL–NifA system, 152
NifS/NifU, 90
nitrate, 113, 190, 205, 283
nitrate reductase, 173, 200, 210
nitrate respiration, 127, 141
nitrate transport, 159
nitration, 1397
nitric oxide (NO), 113, 176, 184, 187, 190,

193, 198, 1119, 1129, 1394, 1397,
1399

nitric-oxide-donating aspirin, 701
nitric oxide reductase, 105, 130
nitric oxide sensor, 181
nitric oxide synthase (NOS), 1397
nitrification, 113
nitrilase, 168
nitrite, 113, 190, 205
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nitrite and nitric oxide respiratory
regulator, 141

nitrite reductase, 137, 147
nitrite reduction, 162
nitrite transport, 159
nitrogen, 200
nitrogenase, 33, 90, 113
nitrogen assimilation, 164
nitrogen cycle, 119, 195
nitrogen fixation, 94, 157, 170
nitrogen regulation, 152, 170
nitrosating agent, 176
nitrosyl complex, 187
nitrous oxide, 113, 205
NMD (see nonsense-mediated decay)
NMDA (see N-methyl-d-aspartate receptor)
N-methyl-d-aspartate receptor

(NMDA receptor), 1029
N-myristoyl transferase, 643
NMR, 447, 767, 873, 913
NO (see nitric oxide)
nodule, 157
non-esterified fatty acid (NEFA), 1045
non-mevalonate pathway, 785
non-photochemical quenching, 858
nonsense-mediated decay (NMD), 457,

1493
non-steroidal anti-inflammatory drug

(NSAID), 667
non-steroidal anti-inflammatory

drug-activated gene (NAG-1), 724
NorR, 181
NOS (see nitric oxide synthase)
Notch, 1541
Nrf, 190
NSAID (see non-steroidal anti-inflammatory

drug)
NtcA, 164
NTPase (see nucleotide triphosphatase)
nuclear architecture, 1438
nuclear export, 499
nuclear factor κB (NF-κB), 701
nucleic acid metabolism, 1474
nucleolus, 1441
nucleolus organizer region, 1441
nucleoside, 216
nucleotide-binding domain, 990, 1003
nucleotide exchange, 662
nucleotide triphosphatase (NTPase), 1474
nucleus, 1137
nutrient sensing, 261, 302
nutrient-sensing system, 253
nutrient sensor, 316
nystatin, 1206

O
obesity, 213, 350, 1049
Oct4, 1518
octapeptide repeat, 1123
O-glycosylation, 721
oilseed, 380
oligomer, 1082, 1087
OmpA, 910, 916
oncogene, 343
oocyte, 863
organelle, 1131
organic waste, 73

organogenesis, 1534
organ specificity, 943
orientation selection, 15
OSC (see oxidosqualene cyclase)
osmoregulation, 375
oxidation, 754
β-oxidation, 380
oxidative phosphorylation, 897
oxidative stress, 1082, 1123, 1390, 1399
oxidized lipid, 1385
oxidoreductase, 137, 1382
oxidosqualene cyclase (OSC), 1202
2-oxoglutarate, 152
oxygen, 36
oxygen inactivation, 70
oxygen reduction site, 934
oxygen sensitivity, 80
oxygen tolerance, 22
oxygenic photosynthesis, 921

P
p21-activated kinase (Pak), 646
P450 BM3, 747
PII protein, 152, 164
PII regulatory protein, 170
P7 stem, 479
PA (see phosphatidic acid)
Pak (see p21-activated kinase)
palladium catalyst, 76
palmitoylation, 1091
pancreas, 371
pancreatic cancer, 701
Pan1p, 1273
pantothenate biosynthesis, 743
pantothenate synthetase, 743
Paracoccus denitrificans, 829
Paracoccus pantotrophus, 147
parametric method 3 (PM3), 20
Parkinson’s disease, 548, 586, 1106
pathogen, 867
pathogenesis, 1101
pathogenic bacterium, 83
pathology, 1073
pathophysiology, 586
pattern search, 477
PDE (see phosphodiesterase)
PDHK (see pyruvate dehydrogenase kinase)
PDK1 (see phosphoinositide-dependent

kinase 1)
peptide-bond formation, 488, 493
peptidyl transferase, 493
periplasm, 147
permissive templating, 578
peroxisome-proliferator-activated receptor

(PPAR), 311, 1053
peroxisome-proliferator-activated

receptor γ (PPARγ ), 1366
peroxisome-proliferator-activated

receptor γ agonist (PPARγ agonist),
358

pexophagy, 972
PFV (see protein-film voltammetry)
Pgp, 241
pharmacological therapy, 339
PH domain (see pleckstrin homology

domain)
phorbol ester, 1341
phosphatase, 343

phosphatase and tensin homologue
deleted on chromosome 10 (PTEN),
1507

phosphate permease, 253
phosphatidic acid (PA), 1362
phosphatidylcholine, 1146
phosphatidylinositol, 1150
phosphatidylserine, 1141, 1150
phosphodiesterase (PDE), 1119
phosphoenolpyruvate carboxylase kinase,

943
phosphoinositide (PI), 1276, 1285, 1303
phosphoinositide-dependent kinase 1

(PDK1), 1170, 1303
phosphoinositide 3-kinase (PI3K), 1029,

1279, 1507, 1522
phospholamban, 913
phospholipid, 934, 938, 1141, 1150
5-phospho-d-ribosyl-1(α)-pyrophosphate

synthetase (Prs), 1154, 1418
phosphorothioate, 1357
phosphorylation, 649, 1126, 1350, 1354,

1509
phosphotransferase system, 220
photofermentation, 39
photolysis, 886
photopigment, 962
photoreceptor, 949
photosynthesis, 51, 758
photosynthetic bacterium, 851
phototaxis, 863
phototrophic bacterium, 61
PHS (see phytosphingosine)
phylogeny, 22, 210
phytosphingosine (PHS), 1170
phytosterol diversity, 1189
PI (see phosphoinositide)
PI3K (see phosphoinositide 3-kinase)
Pick’s disease, 595
pigment-dispersing factor, 957
PIKfyve, 346
β-pinwheel, 1465
PKA (see protein kinase A)
PKA pathway (see protein kinase A

pathway)
pKa shifting, 466
PKB (see protein kinase B)
PKC (see protein kinase C)
PKCζ (see protein kinase Cζ )
plant architecture, 1502
plant development, 758
plant domestication, 1502
plant gene expression, 272
plant metabolism, 945
plant secretion, 1016
plant tetrapyrrole, 737
plasma membrane, 657, 1131
plasma triacylglycerol, 1059
plasmid, 157
Plasmodium falciparum, 977
plastoquinone, 921
platelet, 409, 418, 1096
platelet phosphoproteome, 409
platelet releasate, 409
pleckstrin homology domain (PH domain),

1303
pleotrophy, 586
pluripotency, 1518, 1522, 1526
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PNE (see porcine nasal explant)
P/O ratio, 897
polarity, 891
polychlorinated biphenyl, 76
polymerization, 321
polypeptide, 921
polypeptide tag, 393
polypyrimidine-tract-binding protein (PTB),

457, 1483
polytene chromosome, 1444
polytopic transporter, 159
polyunsaturated fatty acid, 423
porcine nasal explant (PNE), 1129
positional catalysis, 488
post-mortem brain protease, 1096
post-translational modification, 145
potassium channel, 905, 916
powdery mildew, 389
PPAR (see peroxisome-proliferator-

activated receptor)
PPARγ (see peroxisome-proliferator-

activated receptor γ )
PPARγ agonist (see peroxisome-

proliferator-activated receptor γ

agonist)
precorrin, 811, 815
pregnancy, 428
pre-mRNA splicing, 443, 499
prenylation, 614, 652
presenilin, 568
presenilin 1 (PS1), 559
pre-spliceosome, 439
prion, 548, 578, 1094
prion protein (PrP), 335, 1094, 1123
programmed cell death, 1260
progress curve, 12
progressive supranuclear palsy, 595
proliferation, 694
prostate cancer, 1362
protease, 321, 331, 553
protease inhibitor, 331
protein aggregation, 543, 548
protein C, 401
protein disulphide-isomerase, 1382
protein dynamics, 845
protein engineering, 851, 924
protein-film voltammetry (PFV), 137
protein folding, 1094, 1382
protein interaction network, 530
protein kinase, 1170
protein kinase A (PKA), 257, 1316, 1323,

1327, 1330, 1354, 1509
protein kinase A pathway (PKA pathway),

253
protein kinase B (PKB)/Akt, 225, 346,

350
protein kinase C (PKC), 657, 1033, 1341
protein kinase Cζ (PKCζ ), 350
protein–lipid interaction (see also

lipid–protein interaction), 1012
protein localization, 1407
protein phosphatase-1 catalytic subunit,

1444
protein phosphatase-1 regulatory subunit,

1444
protein–protein interaction, 105, 124
protein-storage vacuole, 1016
protein synthesis, 1483

protein tagging, 535
protein targeting, 975
protein thiol, 1390
protein translocation, 1019, 1225
protein transport, 1016, 1024
proteolysis, 1123
proteolytic processing, 1254
proteomics, 409, 503, 530
proton binding, 466
proton-conducting pathway, 829
proton leak, 897
protonmotive force, 525
proton pump, 840
proton pumping, 934
proton transfer, 825, 845
proton translocation, 836
protoporphyrin IX, 737
PrP (see prion protein)
PrrBAC two-component system, 51
Prs [see 5-phospho-d-ribosyl-1(α)-

pyrophosphate synthetase]
PS1 (see presenilin 1)
Pseudomonas G9, 205
Pseudomonas aeruginosa, 184
P-site inhibitor, 1337
PTB (see polypyrimide tract-binding

protein)
PtdIns(3,4,5)P3, 1279, 1507
PTEN (see phosphatase and tensin

homologue deleted on
chromosome 10)

pterin, 776
pyramidal cell, 1299
pyridoxal-5′-phosphate, 802
Pyrococcus furiosus, 12
pyruvate carboxylation, 1413
pyruvate dehydrogenase kinase (PDHK),

367
pyruvate formate-lyase, 39, 42

Q
quinone-exchange cavity, 921

R
RA (see rheumatoid arthritis)
Rab, 627, 652
Rab3A, 1345
Rab3-interacting molecule function

(RIM function), 1345
Rab7, 225, 606
Rab11, 1290
Rab escort protein (REP), 652
Rab-GDI (see Rab GDP-dissociation

inhibitor)
Rab GDP-dissociation inhibitor (Rab-GDI),

614
Rab GTPase, 614
Rac, 631
Rac1, 646
rac targeting, 609
radiation, 676
radical, 754
radical reaction, 806
‘radical SAM’ family, 820
Rad51 recombinase, 1447
Ralstonia eutropha, 25, 97
Ralstonia eutropha H16, 193
ramosa1, 1502

Rap, 1330
Rap1, 1327
rapamycin, 225
Ras, 297, 657, 662
Rb (see retinoblastoma protein)
reaction centre, 851, 924
reaction mechanism, 780
reactive oxygen species (ROS), 300, 375,

1123, 1385, 1390, 1394
reacylation, 1146
real-time PCR, 733
receptor-mediated endocytosis defective

screen (rme screen), 606
recessive inheritance, 718
recombinant human erythropoietin

(rHuEPO), 1129
RecQ helicase, 1456
redox, 1382
redox enzyme, 56
redox partner system, 796
redox regulation, 51, 1378
reductase, 113
reductive activation, 147
RegA, 28
RegAB, 36
regulated intramembrane proteolysis, 568
regulation of expression, 36, 61
regulatory hydrogenase, 97
regulatory hydrogenase–HoxJ complex, 97
related to ubiquitin 1 (RUB1), 393
REP (see Rab escort protein)
repetitive sequence, 67
replication fork, 1471
replication restart, 1471
ResA, 149
reserve accumulation, 280
resistance mechanism, 1210
respiratory chain, 134, 525
respiratory competent mitochondrion,

1162
respiratory nitrite reductase, 162
retinal binding, 863
retinoblastoma protein (Rb), 676
reverse splicing, 482
reverse transfection, 1407
reversible dissociation, 883
reversible phosphorylation, 1444
rheumatoid arthritis (RA), 1129
Rhizobium, 33, 94, 157, 162
Rho, 631, 891
Rho GDP-dissociation inhibitor (RhoGDI),

623
Rho GTPase, 609, 649
Rhodobacter capsulatus, 28, 56
Rhodobacter sphaeroides, 845
RhoE, 649
RhoGDI (see Rho GDP-dissociation inhibitor)
rHuEPO (see recombinant human

erythropoietin)
rhythmic environment, 949
riboflavin biosynthesis, 780
riboflavin synthase, 780
ribonucleoprotein (RNP) [see also

heterogenous nuclear
ribonucleoprotein (hnRNP); small
nuclear ribonucleoprotein (snRNP); U2
small nuclear ribonucleoprotein
(U2 snRNP)], 479, 499
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ribosomal gene, 1441
ribosome, 488, 493
ribosome protection, 1000
ribosome scanning, 1231
riboswitch, 474
ribozyme, 466, 482, 493
Rim11, 1418
ring contraction, 815
rme screen (see receptor-mediated

endocytosis defective screen)
RNA annealing, 450
RNA backbone, 485
RNA catalysis, 461, 466, 493
RNA chaperone activity, 450
RNA conformation, 485
RNA folding, 450
RNAi (see RNA interference)
RNA interference (RNAi), 471, 643, 981,

1409
RNA metabolism, 433
RNA polymerase, 1435
RNA polymerase I, 1441
RNA processing, 443, 479
RNA recognition motif, 457
RNase P, 479
RNP (see ribonucleoprotein)
root architecture signal transduction,
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ROS (see reactive oxygen species)
rotamer, 485
RS domain, 443
RUB1 (see related to ubiquitin 1)
rubredoxin, 20
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S1P (see sphingosine 1-phosphate)
Saccharomyces cerevisiae, 247, 261, 1154,
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salicylate, 763
Salmonella Typhimurium, 83, 198
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SCF complex (see SKP/Cullin/F-box
complex)
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screening, 1405
Sec, 1024
Sec 7 domain, 635
secondary-active transporter, 1008
secondary carrier, 220
secondary structure, 479
secretase, 553
γ -secretase, 559
secretion, 1225
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selectivity factor (SL1), 1441
selenate reductase, 173
selenocysteine, 1493
selenocysteine biosynthesis, 1493
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protein 2 (SPB2), 1493
self-renewal, 1518, 1531

semiquinone, 845
senescence, 1260
sensor, 184
sepsis, 401
sequencing, 157
serine palmitoyltransferase, 1166
serine phosphorylation, 358
serine/threonine protein phosphatase-1,
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serpin, 321
serum, 213
serum- and glucocorticoid-

inducible kinase 1 (SGK1), 213
SF3a, 439
SGK1 (see serum- and glucocorticoid-

inducible kinase 1)
SGLT1 (see sodium–glucose co-transporter)
SH-SY5Y neuroblastoma cell line, 1137
SH3 (see Src homology-3)
SHC (see squalene-hopene cyclase)
shikimate, 763
shoot development, 1499
short-chain fatty acid, 237
Sic1, 294
σ 54, 193
σ 54-dependent activator, 181
signalling, 609, 1119, 1370
signalling protein, 1303
signal processing elements, 520
signal recognition particle (SRP), 1024
signal transducer and activator of

transcription (STAT), 1126
signal transduction, 97, 152, 170, 354,

649, 1323
signal-transduction pathway, 530
simulation, 1427
single-channel kinetics, 1003
single-molecule fluorescence, 878
single-molecule spectroscopy, 461
single-particle analysis, 996
siRNA (see small interfering RNA)
sister-chromatid exchange, 1456
site-directed mutagenesis, 1189
size-exclusion chromatography, 1087
SK (see sphingosine kinase)
skeletal muscle, 354, 1513
skin, 413
SKP/Cullin/F-box complex (SCF complex),
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SL1 (see selectivity factor)
Sla1p, 1273
SLC28, 216
SLC5A8, 237
SLC6A19, 233
Slt2, 1154
Sm, 433
small GTP-binding protein, 1265
small interfering RNA (siRNA), 471
small intestine, 715
small-molecule ligand, 543
small-molecule modulator, 339
small multidrug resistance transporter

(SMR), 873
small nuclear ribonucleoprotein

(snRNP), 443
small nuclear ribonucleoprotein

maturation (snRNP maturation), 439
small nuclear RNA (snRNA), 433

small subunit rRNA, 482
small ubiquitin-like modifier (SUMO), 393
smooth muscle, 457
SMR (see small multidrug resistance

transporter)
SNAP-25 (see synaptosome-associated
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SNARE (see soluble N-ethylmaleimide-

sensitive fusion protein attachment
protein receptor)

snRNA (see small nuclear RNA)
snRNP (see small nuclear

ribonucleoprotein)
snRNP maturation (see small nuclear

ribonucleoprotein maturation)
sodium–glucose co-transporter (SGLT1), 302
sodium translocation, 836
soil bacterium, 210
Solanaceous species, 1430
soluble adhesion molecule, 406
soluble N-ethylmaleimide-sensitive fusion

protein attachment protein receptor
(SNARE), 639

SPB2 (see selenocysteine insertion
sequence-binding protein 2)
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S-phase progression, 471
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sphingosine kinase (SK), 1370
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pre-mRNA splicing; reverse splicing;
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Srs2 helicase, 1447
Ssy1, 261
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of transcription)
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sterol biosynthesis, 1215
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substrate complex, 108
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supercoiling, 1460
superoxide, 300
superoxide production, 1394
suppressor of cAMP receptor/

Wiskott–Aldrich syndrome protein
family verprolin homologous protein
(SCAR/WAVE), 1243

supratentorial primitive neuroectodermal
tumour (SPNET), 718

symbiosis, 157
synapse, 1295
synaptic plasticity, 1029, 1345, 1350, 1354
synaptophysin, 1350
synaptosome-associated protein of 25 kDa

(SNAP-25), 1341
α-synuclein, 578, 1106, 1111, 1113
system B0, 233
system NBB, 233
systems biology, 503, 507, 516,

520, 539, 1427

T
3T3 cell, 535
T7 RNA-polymerase, 56
T-cell factor/lymphoid enhancer factor

(TCF/LEF), 698
talin, 1308
taste receptor, 302
Tat (see twin-arginine translocation)
Tat protein transport system (see

twin-arginine transport protein
transport system)

tau, 578, 591
tauopathy, 595
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upstream signalling, 375
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