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Böhme, U. 986
Bond, P.J. 910, 916
Boumann, H.A. 1146
Boyd, D.D. 1135
Brand, M.D. 897
Bundey, R.A. 1131

C
Caler, E. 986
Callinan, L. 1137
Cancellotti, E. 1094
Capeau, J. 1073
Carman, G.M. 1150
Carney, J. 905
Caron, M. 1073
Carr, A.J. 962
Carrington, M. 986
Carrington, S. 931
Cha, S.-H. 1063
Clayton, J.C. 913
Cleary, J.P. 1087
Coleman, D.C. 1210
Coppack, S.W. 1049
Coulson, D.T.R. 1096
Coussons, P.J. 1129
Cove, J.H. 1000
Cowart, L.A. 1166
Craddock, C.P. 1016
Cramer, W.A. 921
Cuthbertson, J. 910

D
Dai, Y. 1063
Dalla Nora, E. 1053
Daum, G. 1174
de Kroon, A.I.P.M. 1146
Deol, S.S. 916
Dickson, R.C. 1170
Di Cola, A. 1024
Doig, A.J. 1113

E
East, J.M. 905

Eckman, C.B. 1101
Eckman, E.A. 1101
Eidenberger, A. 1197
El-Agnaf, O.M.A. 1082, 1106,

1111
El-Sayed, N. 986
Elvin, M. 949

F
Fadeeva, J.V. 1087
Fanutti, C. 1129
Ford, R.C. 931, 996
Freeman, N. 931
Friebe, A. 1119
Frigerio, L. 1016
Fullwood, N.J. 1082
Fyfe, P.K. 924

G
Gadsby, D.C. 1003
Garbarino, J. 1182
German, M.J. 1082
Gibson, G. 1111
Gillies, S. 972
Ginger, M.L. 975
Grant, R. 1129
Gray, S.L. 1053
Greenberg, M.L. 1158
Grottesi, A. 916
Günther, S. 977

H
Haider, S. 916
Hall, A. 891
Hannun, Y.A. 1166
Hapala, I. 1206
Hartwell, J. 945
Harvey, J. 1029
He, Q. 953
Head, B.P. 1131
Heintzen, C. 949
Helfrich-Förster, C. 957
Herman, M. 972
Hertz-Fowler, C. 986
Hiltunen, J.K. 1162
Holland, I.B. 990
Hooper, N.M. 1123
Hu, Z. 1063
Hughes, E. 913
Hunte, C. 938

I
Insel, P.A. 1131
Irvine, G.B. 1096, 1106
Irving, A.J. 1029
Isbister, A. 1111

J
Jenewein, S. 990
Johnston, J.A. 1096
Jolliffe, N.A. 1016
Jones, M.R. 924
Jones, N. 986
Jumpertz, T. 990

K
Kamis, A.B. 996

Kappelle, L.J. 1041
Karpe, F. 1045
Kastaniotis, A.J. 1162
Kerr, I.D. 1000
Kersten, S. 1059
Kitmitto, A. 1113
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