
London: The Biochemical Society C© 2003 Honorary Editor: John Wrigglesworth Volume 31 Part 3 June 2003 www.biochemsoctrans.org

contents

Subscribing organizations are encouraged to copy and distribute this table of contents for non-commercial purposes

Biochemical Society Focused Meetings
Enzyme Mechanism – A Structural Perspective
St. Andrews University, 12–14 January 2003

Edited by J. Ingledew (St. Andrews), S. Chapman (Edinburgh) and J. Naismith (St. Andrews)

Antibiotic glycosyltransferases
C.T. Walsh, H.C. Losey and C.L. Freel Meyers 487–492

Oxygen activation in a copper-containing amine oxidase
C.M. Wilmot 493–496

Electron transfer in human cytochrome P450 reductase
A. Gutierrez, A. Grunau, M. Paine, A.W. Munro, C.R. Wolf, G.C.K. Roberts
and N.S. Scrutton 497–501

Calmodulin-dependent regulation of mammalian nitric oxide synthase
S. Daff 502–505

Cofactor processing in galactose oxidase
S.J. Firbank, M. Rogers, R. Hurtado-Guerrero, D.M. Dooley, M.A. Halcrow,
S.E.V. Phillips, P.F. Knowles and M.J. McPherson 506–509

The role of iron and 2-oxoglutarate oxygenases in signalling
K.S. Hewitson, L.A. McNeill, J.M. Elkins and C.J. Schofield 510–515

Haem-oxygen reactive intermediates: catalysis by the two-step
T.M. Makris, I.G. Denisov and S.G. Sligar 516–519

What can structure tell us about in vivo function? The case
of aminoglycoside-resistance genes
M. Vetting, S.L. Roderick, S. Hegde, S. Magnet and J.S. Blanchard 520–522

Mapping the conformational itinerary of β-glycosidases by X-ray crystallography
G.J. Davies, V.M.-A. Ducros, A. Varrot and D.L. Zechel 523–527

Molecular mechanism for inhibition of 3-hydroxy-3-methylglutaryl CoA
(HMG-CoA) reductase by rosuvastatin
G.A. Holdgate, W.H.J. Ward and F. McTaggart 528–531

A structural perspective on the enzymes that convert dTDP-D-glucose into
dTDP-L-rhamnose
C. Dong, K. Beis, M.-F. Giraud, W. Blankenfeldt, S. Allard, L.L. Major, I.D. Kerr,
C. Whitfield and J.H. Naismith 532–536

Structure and reactivity in the non-mevalonate pathway
of isoprenoid biosynthesis
W.N. Hunter, C.S. Bond, M. Gabrielsen and L.E. Kemp 537–542

Twists and turns: a tale of two shikimate-pathway enzymes
K.A. Brown, E.P. Carpenter, K.A. Watson, J.R. Coggins, A.R. Hawkins, M.H.J. Koch
and D.I. Svergun 543–547

Volume 31 Part 3 C© 2003 Biochemical Society i



co
nt

en
ts

Experiences with the shikimate-pathway enzymes as targets for rational
drug design
J.R. Coggins, C. Abell, L.B. Evans, M. Frederickson, D.A. Robinson, A.W. Roszak
and A.P. Lapthorn 548–552

A two-faced molecule offers NO explanation: the proximal binding of nitric
oxide to haem
D.M. Lawson, C.E.M. Stevenson, C.R. Andrew, S.J. George and R.R. Eady 553–557

Engineering substrate recognition in catalysis by cytochrome P450cam
S.G. Bell, X. Chen, F. Xu, Z. Rao and L.-L. Wong 558–562

Structural insights into the evolution of the pantothenate-biosynthesis pathway
C.M.C. Lobley, F. Schmitzberger, M.L. Kilkenny, H. Whitney, H.H. Ottenhof, E. Chakauya,
M.E. Webb, L.M. Birch, K.L. Tuck, C. Abell, A.G. Smith and T.L. Blundell 563–571

TSC Genes – Novel Players in the Growth Regulation Network
The Royal Society of Medicine, London, 3 February 2003

Edited by H. Baum (Kings College London) and A. Hunt (Oxford)
Sponsored by The Biochemical Society, Cancer Research UK, Tuberous Sclerosis Association, Medical Research Council
and Wellcome Trust

United at last: the tuberous sclerosis complex gene products connect the
phosphoinositide 3-kinase/Akt pathway to mammalian target of rapamycin
(mTOR) signalling
B.D. Manning and L.C. Cantley 573–578

Aspects of tuberous sclerosis complex (TSC) protein function in the brain
V. Ramesh 579–583

The tuberous sclerosis complex (TSC) pathway and mechanism of size control
C.J. Potter, L.G. Pedraza, H. Huang and T. Xu 584–586

Regulation of tuberous sclerosis complex (TSC) function by 14-3-3 proteins
M. Nellist, M.A. Goedbloed and D.J.J. Halley 587–591

TSC1 and TSC2: genes that are mutated in the human genetic disorder
tuberous sclerosis
J.R. Sampson 592–596

Tuberous sclerosis complex (TSC) gene involvement in sporadic tumours
M.A. Knowles, N. Hornigold and E. Pitt 597–602

Structural Biology in Drug Metabolism and Drug Discovery
AstraZeneca R&D Charnwood, Loughborough, 24–25 February 2003

Edited by M. Sutcliffe (Leicester) and M. Coughtrie (Dundee)
Sponsored by Astex Technology Ltd., British Biophysical Society, Boehringer Ingelheim Pharma KG, Chemical Computing
Group Inc., Inpharmatica, Johnson & Johnson Pharmaceutical Research & Development, Novartis Pharma Research, Novo
Nordisk A/S, OCF, Pfizer Global Research and Development, and Tripos Inc.

Similarity-based approaches to virtual screening
P. Willett 603–606

Targeting metabolic pathways in microbial pathogens: oxidative stress
and anti-folate drug resistance in trypanosomatids
W.N. Hunter, M.S. Alphey, C.S. Bond and A.W. Schüttelkopf 607–610
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