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dependent on, A85

Calcium effector, VPAC receptor
coupling to

loop sequence and, 447
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Calcium response, of B lymphocytes,
innate immunity linkage with,
CD19-CD21 complex in, 807

Calmodulin

conformational changes in activation
of protein kinases, 55

interaction with metabotropic
glutamate receptors, A88

in protein kinase activation, A33

Calpain

lipid interactions of, A39
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cleavage, preterm labour and, A4l
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fragments from, A93

Cancer

anti-invasive therapy for, urokinase
plasminogen activator in, 177

human, blood coagulation proteases
in, 201

metastatic potential of, uPA as marker
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tissue factor and thrombin generation
and, A17

Cancer cells, bispecific antibodies
targetting, A67, 507

Cancer therapy, urokinase receptors as
target of, Al3

Capillary formation, in endothelial and
fibroblast cells, tissue factor effect
on, A36

Capsid protein, of papillomavirus type 6,
A38

Carbohydrate-active enzymes
genomics of, A24
structure of, 291
Carbon flow, for fatty acid synthesis,
A100
Carbon metabolism, in tobacco,
mitochondrial HSP70 and, A31
Carbon monoxide toxicity, in heart,
ischaemia/reperfusion-like injury
from, A34
Carbon- carbon bond formation,
catalysed by ribozymes, 1137
Cardiovascular risk, genetic and dietary
factors in, All
Cartilage
articular
chondrocytes of
genotyping of, A128
matrix deposition by, A126
subpopulation differences in,

Al128
TNF-a up—reiulation of protein
kinase R in, A125, 886

collagen type II in, changes in
expression of, A127
collagen type IX in, interaction with
fibronectin, A126
superficial zone proteoglycan of,
matrix protease degradation of,
Al25
thymosin B4 reglation in, A125, 879
wounded, antioxidant-reduced cell
death in, A127
extracellular matrix degradation in,
Al124
research on, recent developments in,
A105, 894
Cartilage metabolism, -3 fatty acids
and, Al121
Cartilage tissue, engineering of, A113

Catalytic RNA, ribozymes, twenty years
later, 1162

CCCH tandem zinc finger proteins,
tristetraprolin family of, im mRNA
turnover, All5, 945

CD55

interaction with non-C ligands, A99
selection of phage-displayed peptides

to, Al117

CD59, bacterial expression and
membrane targetting of, for
anticomplement therap?', All9

CD19-CD21 complex, in B-lymphocyte
calcium response linkage with innate
immunity, 807

CD46, structure-function studies of, A99

CD82, uPA receptor regulation by, A35

Cell death, in wounded articular
cartilage, antioxidant reduction of,
A127

Cell migration, metalloproteinases in,
A2l

Cell survival, 14-3-3 proteins and, 360
Cell wall biosynthesis
mycobacterial, amino alditol inhibition
of, A27
in plants, genetic dissection of, A25,
298

B Cells: see Islets
Cellular network formation, tissue factor
inhibition and, 217
Central nervous system, scrapie spread
to, from gut, pathways in, A95
CerebrospinaFﬂuid, 14-3-3 proteins in, in
Creutzfeldt-Jakob disease diagnosis,
A90
c-fos proto-oncogene transcript, rapid
ecay of, mechanisms of, Al116
CGRP: see Calcitonin gene-related
peptide.
Chelators
selective iron(II) binding over zinc(II)
binding by, in aqueous aerobic
conditions, 758
therapeutic, design of, 751
Chinese hamster ovary cells,
metallothionein localisation in, A37
Chlorophyll
biosynthesis of, biochemistry and
enzymology of, A48
catabolism of, in higher plants, A49,
625
CHO cells: see Chinese hamster ovary
cells.
Cholesterol
Alzheimer’s disease and, A54, A81,
525
in B-secretase processing, A83
Chondrocyte(s)
aggrecan activitx in, H*-ATPase
activity and, A124
in articular cartilage
genotyping of, A128
matrix deposition by, A126
subpopulation differences in, A128
TNF-a up-regulation of protein
kinase R in, A125, 886
Chondrocyte metabolism, signalling
pathways in, n—3 fatty acid
supplementation and, A120
Chondrocyte-agarose culture, in study of
cartilage extracellular matrix
degradation, A124
Chondroitin/dermatan sulphate,
fingerprinting method for, A28
Chroglatin, pathways for remodelling,
97

Chromium(VI), cytoskeletal damage and
hepatocyte death induced by, 748

Chromophore synthesis, phytochrome,
plant haem oxygenases in, A48, 604

Chronic obstructive pulmonary disease,
proteinases in, 98

Class switch recombination, hyper-IgM
syndrome and, 815
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Cleavage kinetics, the hammerhead
ribozyme, 1119

Clostridium, glutamate dehydrogenase
trimeric mutant in, allosteric
mechanism of, A32

c-Myc, Nramp1 promoter repressed by,
774

Coagulation cascade, proteases in, tissue
fibrosis and, A16
Coagulation cascade proteases: see Blood
coagulation proteases.
Cobalamin biosynthesis, 613: see also
Vitamin B,,.
in Bacillus megaterium, mechanism of,
AT73, 610
in Pseudomonas aeruginosa, A76
in Rhodobacter capsulatus, A74, 646
Cold, lipid restructuring induced by,
desaturase role in, 1082
Collagen
hepatocytes cultured on, kaempferol
metabolism on, A94
in intervertebral disc development,
Alll
matrix-metalloproteinase-degraded,
vascular smooth muscle cell
migration on, fibronectin in, 102
polymorphisms of, in intervertebral
isc, Alll, 844
synthesis of, rates of, in bone, A30, 61
type II, in articular cartilage, changes
in expression of, A127
type IX, fibronectin interaction with,
in articular cartilage, A126
type X, decorin interaction with, A127
Collagenase(s}, action mechanisms of,
A21
Community-acquired pneumonia, TNF-
a-converting enzyme regulation of
inflammation in, A39
Complement
antibodies against
targetting of, 1037
in therapy, 1019
regulators of, expression on smooth
muscle and endothelial cells, A119
Complement activation, regulator of
RCA family), structure and
flexibility of, A98, 990
Complement components, solution
structures of, A98, 996
Complement factor B, molecular model
or, Al19
Complement factor H
in complement, microbes, and human
diseases, 971
mutations in, in haemolytic uraemic
syndrome, A119
Complement factor I, activity studies on,
Al18
Complement inhibitors
C4b-binding protein as, structure-
function of, 978
low molecular mass, structure of, 1026
Complement receptor 1, pathogen
relationship with, A99
Complement receptor 2, structure and
complex with C3d, A97, 983
Complementary medicine curriculum,
biochemistry in, A24
Computer modelling, of bacterial iron
transport systems, A44
Computer searches, for transcription
actor motif, A129
Connective tissue: see a/so Cartilage;
Synovial entries.
heritable and acquired disorders of,
genomic approaches in, All
Copper
chaperones of, in plants, 732
deficiency of, in plants, 766
prion diseases and, 742
Copper homoeostasis, proteolysis in, 688



Coprofporphyrinogen 111, decarboxylation
of, during bacterial tetrapyrrole
biosynthesis, A75
Coronary atherosclerosis, in diabetics,
monocyte activity in, metabolic
syndrome effect on, A131
Cortical spreading depression, Nestin
and AMPA receptor changes in,
A83
Corticotropin-releasing hormone
receptors, 428
expression and signalling properties of,
A58
Coryphaenoides armatus, 5-
aminolaevulinic acid dehydratase
from, A73
Creutzfeldt-Jakob disease, diagnosis of
cerebrospinal fluid 14-3-3 proteins in,
A90
14-3-3 proteins in, 382
CRLR: see Calcitonin receptor-like
receptor.
Crops, transgenic
manipulating desaturase activities in,
1099
regulation of fatty acid synthesis in,
A104
Cruciform-binding protein, in DNA
replication, A64, A89
Cryoelectron microscopy, single-particle,
of ribosome structure and function,
Al7
Cryopreservation, of hepatocyte
monolayers, A94
Cryptococcus curvatus, distillery liquid
waste uptake by, A122
CTP, conversion to cCMP, cytidylyl
cyclase activity in, A130
Cucumber, phosphoenolpyruvate
carboxykinase gene from, A44
Cupin superfamily, allergens of, 925
Cupins, structure and role in plant
globulin allergenicity, A109, 925
Curriculum
biochemistry in
for complementary medicine, A24
in human nutrition and dietetics
degree courses, A23
for nurses, A23
for physiological measurement
technicians, A23
in podiatry, A23
for professions allied to medicine,
A24
driven by need or policy and dogma,
A43
for life scientists
core, Al14
mathematics in, A114
statistics in, A114
Cu,Zn superoxide dismutase, aggregation
in familial amyotrophic lateral
sclerosis, A85
Cyclic AMP, 14-3-3 proteins binding
switch operated Ey, Ab62
Cyclic AMP cascade, and mitochondrial
oxidative phosphorylation, A32
Cyclodextrin dimers and trimers, in
inhibition of amyloid B-protein
aggregation, A81
Cyclooxygenase, in platelet aggregation
mediated by arachidonic acid and
platelet-activating factor, A130
CymA, and anaerobic respiration of
Shewanella spp., AT5, 658
Cystatin C, in retinal pigment epithelial
cells, A4l
Cytidglyl cyclase activity, in conversion of
TP to cCMP, A130
Cytochrome b; fusion desaturase, from
Ricinus communis, altering
specificity of, A123
Cytochrome ¢
maturation of, A50, 633

release from brain mitochondria,
neurodegeneration apoptotic
mechanisms and, A84
Cytochrome ¢ nitrate reductase,
bacterial, structure and spectroscopy
of, A50
Cytochrome ¢ nitrite reductase,
pentahaem, hydroxylamine reaction
with, 649
Cytochrome ¢ oxidase, inhibition by
nitrite and nitric oxide, A74
Cytochrome cbb, oxidase
bacterial microaerobic metabolism
and, 653
from Pseudomonas stutzeri,
spectroscopic characterisation of,
AT3

Cytochrome oxidases, nitric oxide
reductase family comparison with,
662

Cytokines, targetted delivery to
neuroblastoma, A93, 518

Cytoskeleton, chromium(VI)-induced
damage to, 748

Decorin, collage type X interaction with,
Al127

A® sphingoid base desaturase, A122
A® sphingolipid desaturase, from
Aquilegia vulgaris, isolation and
characterisation of cDNA encoding,
1073
Dementia
a;-antitrypsin deficiency and, 89
familial British and Danish, BRI gene
mutation in, A56, 557
as hypersensitive mousetrap, A20
Denitrification pathway, of Pyrobaculum
aerophilum, A53
De-Odorase, effect on dry matter
degradation of straw, hay, and
concentrates in ruminal fluid, A131
Depression, cortical spreading, Nestin
and AMPA receptor changes in,
A83
Desaturases
in cold-induced lipid restructuring,
1082
mammalian, gene regulation of, A102,
1076
in transgenic crop plants, manipulation
of, 1099
yeast, A103, 1080
Diabetes mellitus: see also Islets.
susceptibility to, G6PDH and, A33
Diabetes mellitus type 2
gene transcription regulation in, AMP-
activated protein kinase in, 307
insulin gene transcription in, 312
islet functioning in, roles of insulin,
IGF-I, and IRS-1 in, 317
Diabetics, with coronary atherosclerosis,
monocyte activity in, metabolic
syndrome effect on, A131
Diagnostics industry, high-throughput
screening in, 794
Diels-Alder reaction, in carbon-carbon
bond formation catalysed by
ribozymes, 1137
Diet
cardiovascular risk and, All
gene-interaction with, plasma lipid
levels and, 68
proteins derived from, stability to
pAepsin digestion and allergenicity,
129

Dietetics curriculum, biochemistry in,

Dihaem respiratory enzymes,
resuscitation of, A52

Dimethylaminoazobenzene treatment,
hepatic haem-oxygenase and
oxidative stress during, A94

Dipalmitoyl?hosphatidylcholine.
Erostag andin E2 release regulation

y, PPAR-v in, A121

1202

Disc, intervertebral: see Intervertebral
disc.

Distillery liquid waste, yeast uptake of,
AB’Z

DNA chips in diagnosis, 67
disposable plastic microfluidic device
agrays and, for biochemical assays,
7
flexible probing tool and electronic
distribution in, 78
in gene-diet interaction and plasma
lipid responses to dietary
intervention, 68
ProteinChip Biomarker System in, 82
DNA replication, cruciform-binding
protein/14 -3-3 protein in, A64, A89
DNA replication proteins, 14-3-3
proteins as, 397
DNA-binding protein, starvation-
induced, 713
Doppel protein, characterisation of, A84
Drosophila
angiotensin-converting enzyme
expression during metamorphosis of,
if)-hydroxyecdysone regulation of,
39

fatty acid synthesis and oxidation,
regulation by AMP-activated protein
kin(ailse' 1064 |
eptide signalling in, neprilysin zinc
P amily i§1, A40g priy
Drug discove
high-throug| f)ut biology in,
conditionally immortalised cells lines
in, 800
miniaturised screening technologies
for, 802

Elastase-specific inhibitor, bacterial
endotoxin interaction with, A40
Elastic tissue, of intervertebral disc,
Al12, 848
Embryo, preimplantation, Na*,K*
ATPase activity of, A46
Emphysema, proteinases in, A21
Employment placement: see Work
lacement.
EMRY4, in adhesion to B lymphoma cells,
A86
Encephalomyelitis, experimental
autoimmune, proteolytic system in,
Al5
Encephalopathies, sPongiform
prion protein mistolding and, A57
prion replication in, therapeutic and
diagnostic altering of, 569
transmissible, A79, 569
infectivity of, A82
pentosan polysulphate prevention
of, A81

thermodynamic diversity between
strains of, A79
Endometrium, keratan sulphate in, A26
Endoplasmic reticulum, protein
targetting to, ribosomes in, A20
Endothelial cells
capillary formation in, tissue factor
effect on, A36
complement regulator expression on,

microvascular, CRLR transcriptional
regulation in, A89
TNF-a-treated, PPAR agonist effect
on coagulation of, A3
Endotoxin
bacterial, elafin interaction with, A40
effects on surfactant function and lung
mechanics, A46
Energetics, of muscle contractions, A8,
27

Energy release, during isometric force,
intact and skinned muscle fibres in,
A35

Engineered cartilage tissue, A113

Engineered oilseeds, unusual fatty acids
in, A104



Enterobacteria, mercury resistance in,

Environment, acyl-CoA desaturase genes
regulated by, A103
Enzymes, carbohydrate-active, structure
of, 291
Epithelia, fatty acid metabolism and
AMP-activated protein kinase in,
Al21
Epithelial cells
proliferation of, A?ar/'cus bisporus
lectin reversal of, A30
of retinal pigment, cystatin C in, A4l
Erythrocytes, coated with IgG anti-D,
TGF-B binding by, A9
Erythroid cells, iron targetting to
mitochondria in, 735
Erythropoietic proto;l)orphyria, genotype/
l?henotype correlation in, A72
Erythropoietin, and IL-1B-induced nitrite
groduction in rheumatoid synovial
broblasts, A126, 883
Escherichia coli
formate dehydro%enase N from, crystal
structure of, A52
mRNA decay in, A19
protein production by periplasmic
expression in, A130
RNA degradosome of, 150
EST: see Expressed sequence tag.
ETS-domain transcription factor,
function and regulation of, Al, 1
Eukaryotic initiation factor 4F, structure,
function, and dynamics of, A19
Exercise
fati%ue from, adipose tissue and, Al0,
270

gene response to, in muscle, All, 285
oxidative stress and, All, 280
oxygen uptake kinetics during, A9, 237
Exoenzyme S, binding to 14-3-
proteins, A64, 401
Expressed sequence tag, of Porphyridium,
gene discovery through, A29
Extracellular matrix: see a/so Matrix
entries.
adenovirus vector modulation of, A21,
107
deg'adation by pericellular plasmin,
16

Extracellular proteolysis, in
atherosclerosis, 163

Extracellular signal-regulated kinases,
functional differences in ERK1 and
ERK2, A89

Factor H family protein, structure of, in
complement, microbes, and human
disease, A97

Familial amyotrophic lateral sclerosis,
Cu,Zn superoxide dismutase
aggregation in, A85

Familial British and Danish dementias,
BRI gene mutation in, A56, 557

FANCY strategy, multivariate, in
functional genomics via
metabolome, A3l

Fatty acid(s)

accumulation in oleaginous
microorganisms, regulation of,
Al101, 1046
cold-induced restructuring of, 1082
n—-3
effect on tendon vs cartilage
metabolism, A121
and signalling pathways in
chondrocyte metabolism, A120
unusual, in engineered oilseeds, A104

Fatty acid degradation, regulation of, by
AMP-activated protein kinase,
A102, 1064

Fatty acid metabolism

AMP-activated protein kinase
activation and, in epithelia, A121
PPARs in regulation of, A103, 1086

Fatty acid synthase gene promoter,
transcription factors acting on,
A122, 1070

Fatty acid synthesis

as antimalaria drug target, A120
carbon flow for, A100
mechanistic diversity of, A101, 1050
in plants, antisense down-regulation in,
1056
regulation of, A101
y AMP-activated protein kinase,
A102, 1064
control analysis of, 1043
sterol regulatory element-binding
protein in, A103, 1091
in transgenic crops, A104, 1099

Fca receptor, IgA interaction with,
blockade by streptococcal IgA-
binding proteins, A66, 491

Fce receptor, IgE interaction with,
structure and, A66

Fcy receptor, IgG interaction with

en%ingering improved functioning of,
6

in herpes simplex virus, A66, 495
X-ray crystallographic studies of, A65,
481

Fcy receptor IIb binding, IgG-Fc
oligosaccharide residues in, A27
Fcy receptor III, reactivity of, in non-
organ-specific autoimmune disease,
819
FecA membrane protein, bipartite gating
in, 708
Ferric reductase, in iron transport, 722
Ferritin
non-haem, of Halobacterium
salinarum, 713
repression of, effect on H-ras-induced
growth, 777
FGF: see Fibroblast growth factor(s).
Fibrillin-1, cysteine mutations in, in
Marfan syndrome, A124
Fibrils, amyloid
formation by stefin B, A80, 543
formed from B-lactoglobulin, A83
inhibition with N-methylated
derivatives, A78, 537
structure of, A54, 521
Fibroblast
cardiac, 3,-adrenergic receptor-
induced proliferation of, A42
rheumatoid synovial, IL-18-induced
nitrite production in, erythropoietin
and, A126, 883
Fibroblast cells, capillary formation in,
tissue factor effect on, A36
Fibroblast growth factor(s), signalling by,
heparan sulphate and, A28
Fibronectin
collagen type IX interaction with, in
articular cartilage, A126
in vascular smooth muscle cell
migration on matrix-
metalloproteinase-degraded
collagen, 102
Ficolin, isolation from human serum,
Al18
Fingerprinting method, for chondroitin/
dermatan sulphate and hyaluronan
oligosaccharides, A28
FKHR, protein kinase B phosphorylation
of, IGF-I and, A91
FKHR/FKHRL1 transcription factors,
phosphorylation event effects on,
391
Flavocytochrome(s), respiratory, of
Shewanella spp., A76
Flavocytochrome ¢, mechanistic insights
into, A75
Flavoprotein, human electron-
transferring, docking mechanism
between it and acyl-CoA
dehydrogenase, A32
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Fluorescence, in detection of iron in
biological systems, 729
Folding kinetics
group I ribosomes, stability and
contact order, 1166
td pre-RNA with help of the RNA
chaperone StpA, 1175
Food allergy
clinical aspects of, A106, 901
in cupin superfamily, A109, 925
epidemiology of, A107
gastric emulsions and, 916
industrial dimensions of, A109, 941
latex allergy with, A109, 935
oral tolerance in, A107
from plants
nonspecific lipid transfer proteins in,
910

pathogenesis-related proteins in,
Al109, 930
plant biotechnology, A110
protein families and, A129, 906
Formate dehydrogenase N, from
Escherichia coli, crystal structure of,
Ab52
14-3-3 proteins
binding partners for, affinity
purification of, 379
Break Point Closure Region kinase
interaction with, A91
cAMP-operated binding switch for,
Ab62
in Creutzfeldt-Jakob disease diagnosis,
A90, 382
as cruciform-binding DNA replication
protein, A64, ASE
DNA replication by, 397
exoenzyme S binding to, A64, 401
isoform dimer interactions and
phosphorylation, specificity of, 351
in lateral geniculate nucleus, in marine
brain, A91
in marine alga, A90
in nucleo-cytoplasmic transport, A64
and phosphorylation events on
transcription factors FKHR,
FKHRLI, and AFX, 391
photoneuroendocrine transduction
and, daily melatonin rhythm in, 365
in plants
affinity purification of, 379
binding partners for, signalling
athways in, A63
effect on ion channels and pumps
in, 416
isoform-specific functions of, 373
plasma membrane H*-ATPase
interaction with, A65, 411
transgenic isoforms of, A65, 405
in prion diseases, 387
prosurvival function of, A62
structure and function of
neurodegenerative diseases and,
A61
in tomato, A62, A90
survival-promoting functions of, 360
synthesis in transgenic potato, 405
Free radicals, oxidative stress and, in
exercise, All, 280
Fruit allergy
latex allergy with, A109, 935
post-harvest treatment of,
immunoassaying effects of, A129
Fucosyl transferases, blood group
substances and, A2
Fucus vesiculosus, 14-3-3 proteins in, A90
Fumarate reductase
mechanistic insights into, A75
in Shewanella, tetrahaem cytochrome
CymA interaction with, 658
Fumarate reduction, mechanism for, in
Shewanella spp., A51
Functional analysis by co-responses in
yeast, multivariate, in functional
genomics via metabolome, A31



Fur protein, from Rhizobium
leqguminosarum, structure of, 771

Fusarium venenatum, siderophore
production by, 696

G protein-coupled receptor(s)

RF and Hop-1 intracellular loop
domains of, interaction between,
A87

bioinformatics and, 473

extracellular domain of, folding and
functions of, A60

interaction with synaptic scaffolding
proteins, A60

ligand interactions with, molecular
basis of, A86

orphan, identifying ligands for, 789

signal transduction by, A60
receptor component protein in, 460

synaptic scaffolding protein interaction
with, 464

transcriptional regulation of, 423

type 11, bioinformatics and, A61

urokinase receptors as effectors of,

VPAC receptor as, coupling to
calcium effector, 447
VPAC/PAC receptors as, 441
G protein-coupled receptor kinases,
secretin receptor responsiveness
regulated by, A87
G protein-coupled receptor-associated
proteins, functional relevance of,
455

Galectins, in mouse development, A3

Gap junctions, and stress response in
tendon cells, A126

Gastric emulsions, Erotein allergen
interaction with, 916

Gastrointestinal tract, scrapie spread to
central nervous system from,
pathways in, A95

Gene(s), in lipid responses to dietary
intervention, 68

Gene expression, control analysis of, A32

GeneChip nucleic acid microarrays,
present and future applications of,
Al2

Genetics, of cardiovascular risk, A1l

Geniculate nucleus, of marine brain, 14-
3-3 proteins in, A91

Genomics

of Arabidopsis glycosyltransferases,

A25

of carbohydrate-active enzymes, A24
experimental and bioinformatic
approaches to, Al
of O-glycosylation in Caenorhabditis
elegans, Al
of heritable and acquired connective
tissue disorders, A1l
metabolome in, multivariate FANCY
strategy in, A31
of plant cell wall biosynthesis, A25
in screening for C-type lectins, A4
Siglec analysis in, A3
tools in, Al12
GFP: see Green fluorescent protein.
GLAST: see Glutamate transporters.
Globulin, plant seed storage,
allergenicity of, cupins and, A109,
925

GLP-1 receptors: see Glucagon-like
peptide-1 receptors.
Glucagon, binding sites for, 437
Glucagon-like peptide-1 receptors
extracellular loop domains of
alanine scan of, A9
in li%and binding and activation,

N-terminal domain of, overexpression,
purification, and characterisation of,
A96

structure and function of, A59

Glucose metabolism, hepatic,
intralobular heterogeneity of, A31

Glucose 6-phosphate, multiple pools or
chanelling in multiple pathways, A6,
38
Glucose 6-phosphate transporter, in
plant embryo triacylglycerol
synthesis, A122
Glucose-6-phosphate dehydrogenase
deficiency, diabetes susceptibility
and, A33
Glucosidase II null mutant, of
Trypanosoma brucei, generation and
phenotyping of, A27
Glutamate dehydrogenase, from
Clostridium, trimeric mutant in,
allosteric mechanism of, A32
Glutamate receptors, metabotropic,
calmodulin interaction with, A88
Glutamate signalling, in rheumatoid
arthritis, A127
Glutamate transporters
in bone remodelling, A125
in osteocyte plasma membrane,
extracellular glutamate
concentration and, 890
Glutamine repeats, neurodegeneration
and, 548
Glutamyl-tRNA reductase, in 5-
aminolaevulinic acid formation,
Ad47, 579
Glutathione depletion, protein kinase C
in, Ad6
Glutathione S-transferase-polyglutamine
fusion proteins, polyglutamine
conformation in, A8
Glycan(s)
in Caenorhabditis elegans development,
proteomics of, Al
graphical representation of, scheme
for, A29
protein interactions with, GlycoChip in
screening and analysis of, A4
Glycobiologists, microarray for, A4
GlycoChip, in screening and analysis of
protein-glycan interactions, A4
Glycogen metabolism, hepatic,
intralobular heterogeneity of, A31
Glycomes
of Caenorhabditis elegans, A4
large scale mapping of, A4
Glycosylation
in Caenorhabditis elegans, genomic and
RNA interference screens in, Al
cellular changes in, analysis of, A4
Glycosyltransferases
conserved peptide motifs in, A27
sequence motifs in, A2
G6PDH deficiency: see Glucose-6-
phosphate dehydrogenase deficiency.
Green fluorescent protein, uPA
receptors tagged with, A37
Greenhouse effect, metabolic responses
to, transgenic wheat mimicking of,
Al21
Griseofulvin, oxidative stress induced by,
in liver, A72
GRKs: see G protein-coupled receptor
kinases,
Growth, H-ras-induced, ferritin
repression and, 777
GST-polyglutamine fusion proteins: see
lutathione S-transferase-
polyglutamine fusion proteins.

H*-ATPase
and aggrecan activity in chondrocytes,
Al2
in plant plasma membrane, 14-3-3
protein interaction with, A65, 411
H11 glycoproteins, characterisation and
expression of, A4l
Haem
biosynthesis of, terminal steps in, A47,
590
degradation in animals and plants,
50, 630
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Haem A, synthesis of, in Bacillus subtilis,
AT74, 590
Haem cofactors, assembly into
haemoproteins, A71
Haem oxygenase
in liver, during
dimethylaminoazobenzene
treatment, A94
nitric oxide synthase interaction with,
in neurodegeneration, A84
of plants, in phytochrome
chromophore synthesis, A48, 604
Haemochromatosis, hepatic iron-
regulatory protein I in, 726
Haemoglobin, toxicity of, in
rhabdomyolysis and subarachnoid
haemorrhage, 745
Haemolytic uraemic syndrome,
complement factor H mutations in,
All9
Haemoproteins
haem cofactor assembly into, A71
in thiosulphate oxidation, structure of,
A50
Haemorrhage, subarachnoid, myoglobin
and haemoglobin toxicity in, 745
Hairpin ribozymes
crystal structure and function of, 1105
differences from hammerhead, 1116
Halobacterium salinarum
iron uptake by, 710
non-haem ferritin of, 713
Hammerhead ribozymes, 1119
+ action mechanisms and /n vivo
applications of, 1145
differences from hairpin, 1116
Hay, degradation in ruminal fluid, De-
Odorase effect on, Al131
HE4 whey acidic protein, in host
defence, A38
Heart
CO toxicity in, ischaemia/reperfusion-
like injury from, A34
fibroblasts in, B,-adrenergic receptor-
induced proliferation of, A42
myosin heavy chain protein mutations
in, A43
troponin T gene in, 5'-untranslated
region of, A42
Heat shock protein(s), in protection of
cells from MPP™ toxicity, A86
Heat shock protein 70, mitochondrial,
f&)bacco carbon metabolism and,
31
Helix 44, 70 S ribosomes, structure and
movement of, 1159
Heparan sulphate
amyloid precursor protein cleavage
and, A78
FGF signalling and, A28
B-secretase binding by, A78
Hepatitis C virus
entry into ribosome, 140
IRES RNA motif of, recognition by
translation initiating factor 3, A18
Hepatocytes
chromium(VI}-induced death of, 748
cryopreserved monolayers of, A94
cultured on collagen substrates,
kaempferol metabolism on, A94
pancreatic cell conversion to, A7, 51
Hepatoma cells
homocysteine produced by, nitric
oxide donor effects on, A72
sulphur-containing amino acids
produced by, NO donor effect on,
AT2

Hepcidin, hepatic level of, iron
absorption regulation by, 724

Herbs, antithrombotic substances in, A35

Heritable disorders, of connective tissue,
genomic approaches in, All

Herpes simplex virus, IgG-Fcy receptor
interactions in, A66, 495

High-throughput screening



in diagnostics industry, 794

in drug discovery, conditionall
immortalised cells lines in, 800

druF targets in, flexible technology
platform for, 786

in identifying liFands for orphan G
protein-coupled receptors, 789

ion channels and nuclear receptors in,
786

quality and quantity balance in, 785

VIPR in, 78

virtual screening as complement to,
797

HMG-CoA reductase, regulation of fatty
acid synthesis and oxidation, 1064

Homocysteine, produced by hepatoma
cells, NO donor effect on, A72

Hop}i , ARF interaction with, in GPCRs,

87

HtrA serine proteinase, in matrix
calcification, A38

Hyaluronan

link protein catabolism and, in tendon,

in synovial cells, strain effect on, A128
Hyaluronan oligosaccharides,
ﬁn%‘erprinting method for, A28
Hydrophilic residues, CGRP binding of
mutations to, A86
20-Hydroxyecdysone, in regulation of
angiotensin-converting enzyme
expression durini Drosophila
metamorphosis, A39
Hydroxylamine, pentahaem cytochrome ¢
nitrite reductase reaction with, 649
Hyperbaric oxygen treatments, multiple,
blood function after, A34
Hyper-IgM syndrome, class switch
recombination and somatic
hyﬁermutation generation in, 815
Hyperthermophiles, denitrification
pathway of, A53

IGF-I: see Insulin-like growth factor 1.
B aheosylated, neog 1gG-F
aglycosylated, neoglyconjugate -Fe
gr)r,tole)c,ule functic%ny am!, RZS 8
glycosylation of, é)rotein structure
control of, A2
oligosaccharide residues of, in
cyRIIb binding, A27
IL-18: see Interleukin-18.
Immune response, HE4 whey acidic
protein in, A38
Immune system, adipose tissue and
exercise fatigue in, A10, 270
Immunisation, against Alzheimer’s
disease, A5
Immunity, innate, B—lymphocge calcium
response linkage with, CD19-CD21
complex in, 80
Immunoglobulin A
Fca receptor interaction with,
blockade by streptococcal IgA-
binding proteins, A66, 491
in immune response to malaria, A92
Immunoglobulin A-binding protein,
streptococcal, in blockade of IgA
interaction with Fca receptor, 491
Immunoglobulin A1 hinge, sequence
requirements of, for streptococcal
cleavage, A68, A92, 516
Immunoglobulin A2, human, solution
structural model of, A92
Immunoglobulin E, Fce receptor
interaction with, structure and, A66
Immunoglobulin G
Fcy receptor interaction with
in herpes simplex virus, A§6, 495
therapeutic antibody engineered
improved functioning in, A66
X-/r&)y crystallographic studies of,
5

in immune response to malaria, A92
Immunoglobulin G anti-D, red cells
coated with, TGF-8 binding by, A93

Immunoglobulin M, hyper-IgM
syndrome, class switch
recombination and somatic
hypermutation generation in, 815

Industry

plant food allergens and, A109, 941
Porphyridium sp. EST importance in,
A29

Infection
anti-proteases in, A22
roteinase inhibitors in, 116
Inflammation
anti-proteases in, A22
as basis of atherosclerosis, A130
proteinase inhibitors in, 116
TNF-a-converting enzyme-regulated,
in community-acquired pneumonia,
A39
urokinase receptor system and
kininogen in, A13, 168
Inflammatory response proteins,
controlling stability of, p38 in, A116
Insect, adipocytes of, neuropeptide in
metabolic control of, A33
Insulin, islet functioning and, 317
Insulin gene, transcription of, in diabetic
islets, 312
Insulin receptor substrate 1, islet
functioning and, 317
Insulin-like growth factor I
islet functioning and, 317
in protein kinase B phosphorylation of
FKRH, A91
splice variant of, in muscle, A34
Interleukin-13, nitrite production
induced by, in rheumatoid synovial
fibroblasts, erythropoietin and,
A126, 883
Internal ribosome entry site RNA motif,
of hepatitis C virus, recognition by
translation initiating factor 3, A18
Intervertebral disc
aged and pathological tissue in,
aggrecan and interstitial
proteoglycan metabolism in, Al11
aging, degeneration, and repair of,
proteoglycans in, A113, 869
annulus fibrosus in
development of, A110, 874
matrix formed by, A113, 874
biochemistry of, cellular heterogeneity
in, 839
biology of, A113
clinical importance of, A110, 829
collagen polymorphisms of, Al11, 844
cultured in alginate gel, matrix
compartmentalisation in, A113
development of
collagen gene expression in, Al11
procollagen type II in, 831
elastic tissues of, A112, 848
heterogeneity and biochemistry of,
Alll
mechanobiology of, A112, 853
morphology of, in health and disease,
Al12, 864
proteoglycans in, in disc aging,
degeneration, and repair, A113, 869
regulating behaviour of,
physicochemical environment in,
Al12, 858
Intestine, iron transporter system in, iron
absorption regulation by, 724
Intimal formation, in saphenous vein,
simivastatin inhibition of, A41
Intron splicing, in plants, A18
Ion channels, in high-throughput
screening, 786
Ion channels and pumps, in plants, 14-3-
3 protein effects on, 416
IRES RNA motif: see Internal ribosome
entry site RNA motif.
Iron
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absorption of, control of by intestinal
iron transporter system and hepatic
hepcidin levels, 724
in biological systems, fluorescence
detection of, 729
chelator selective binding of, in
aqueous aerobic conditions, 758
deficiency of, in plants, 766
deprivation of, in Saccharomyces
cerevisiae, 698
homoeostasis of, macrophage function
and, 762
metabolism of, regulation by
Sulfolobus aconitase, 685
targetting to mitochondria, in
erythroid cells, 735
transferrin-mediated acquisition of, by
Neisseria, 705
transport of
bacterial, computer modelling of,
A44
ferric reductase in, 722
in Pseudomonas aeruginosa, 702
uptake of, by Halobacterium salinarum,
710
Iron regulatory proteins
hepatic, in haemochromatosis, 726
nuclear localisation of, A38
Iron-sulphur clusters, biosynthesis of, 680
IRS-1: see Insulin receptor substrate 1.
Ischaemia/reperfusion-like injury, from
cardiac CO monoxide toxicity, A34
Ischaemic stroke, gene regulation
changes and signal transduction
after, A84
Islets
AMP-activated protein kinase in gene
transcription regulation, 307
functioning of, roles of insulin, IGF-I,
and IRS-1 in, 317
insulin gene transcription in, 312
K rp channel of
pharmacological modulation of, 333
structure-function relationships in,
323
plasma membrane in, secretory vesicle
recruitment to, 328
Isometric force development, energy
release during, intact and skinned
muscle fibres in, A35

Kaempferol metabolism, by hepatocytes
cultured on collagen substrates, A94
Keratan sulphate, in endometrium and
placenta, A26
Kininogen
in inflammation, 168
urokinase receptors and, in
inflammation, A13

Labour, preterm, and calpain effect on
myometrial MLCK expression and
cleavage, A4l

Lactic acid bacteria, for mucosal vaccines
and therapy, A110

Lactic acid shuttles, in muscle, A10, 258

B-Lactoglobulin, amyloid fibrils formed
from, A83

Latex allergy, fruit allergy with, A109,
935

LDL: see Low density lipoprotein.

Lectins

C-type, genomic screening for, A4
protein traffic and, in secretory
athwa bAg
sialic acid-binding Ig-type, genomic
analysis of, A3 8

Leucoprotease inhibitor, secretory,
proteolytic susceptibility of, A42

Link protein catabolism, hyaluronan and,
in tendon, A124

Lipase %enes, wheat transformed with,
A120

Lipid(s)



accumulation in oleaginous micro-
organisms, regulation of, 1047
activated lymphocyte competition for,
A10, 270
biosynthesis in plants
antisense down-regulation in, 1056
control analytical study of, 1043
biosynthesis of, regulation by sterol
regulatory element-binding protein,
AT03, 1091
cold-induced restructuring of,
desaturase role in, 108
metabolism in mammals, PPARSs in,
1086
Lipid interactions, of m-calpain, A39
Lipid level, dietary intervention and, 68
Lipid membranes, prion protein binding
to, A95
Lipid transfer proteins
clinical importance of, A108
in plant food allergens, 910
structure of, A107
Liver
glucose and glycogen metabolism in,
intralobular heterogeneity of, A31
griseofulvin-induced oxidative stress in,

haem-oxygenase in, during
dimethylaminoazobenzene
treatment, A94
hepcidin level in, iron absorption
regulation by, 724
iron-regulatory protein I in, in
haemochromatosis, 726
protein kinase C and tubulin
expression in, Wy-14,643 and, A123
protein kinase C in, phenobarbital
and, A91
Low density lipoprotein, oxidised, tissue
factor regulation by, A35
Lung mechanics, endotoxin effects on,
surfactant and, A46
Lymphocyte(s): see a/so B lymphocytes.
activated, in competition for lipids,
Al0, 270

Macrophage function, iron homoeostasis
and, 762
Magnesium chelatase
in coupling of ATP hydrolysis to metal
ion insertion into porphyrins, A75
understanding functions of, 643
Magnesium protoporphyrin 1X
methyltransferase, from
Synechocystis, AT1
Major histocompatibility complex class I,
glycoform of, in MHCI:peptide
complex assembly, A29
Malaria, immune response to, IgGl and
IgAl in, A92
Mammary adenocarcinoma cells,
aminolaevulinic acid transport in,
A7l
Manganese, transport of, regulation in
Eacteria. 768
Marfan syndrome, fibrillin-1 cysteine
mutations in, A124
Marine alga, 14-3-3 proteins in, A90
Marine brain, lateral geniculate nucleus
of, 14-3-3 proteins in, A91
MASP-1, substrate specificity of, A117
Mathematics courses
for biochemistry students, A114
for pharmacy students, Al115
Matrix: see Extracellular matrix.
Matrix calcification, serine proteinase
HtrA in, A38
Matrix metalloproteinase(s), action
mechanisms of, A21
Matrix metalloproteinase-degraded
collagen, vascular smooth muscle
cell migration on, fibronectin in, 102
Matrix metalloproteinase-9, inhibition of,
vein graft stenosis and, 120

Matrix proteases, degradation of
articular cartilage superficial zone
proteoglycan by, A125

MEK1/2, in skeletal muscle fibre
regulation, A33

Melatonin, daily rhythm of, 14-3-3
proteins and, 365

Memapsin 2, as therapeutic target, in
Alzheimer’s disease, A54, 530

Mercury

bioremediation from, mechanisms of,
672

resistance to, in enterobacteria, 719

transport and resistance to, 715

Metabolic channelling and complexity

allosteric feedback loop in, 19

bone collagen synthetic rates and, 61

calmodulin conformation changes in
protein kinase activation, 55

multiple glucose 6-phosphate pools
and diverse pathways in, 38

pancreatic cell conversion to
hepatocytes in, 51

simplification of, 25

stoicheiometric analysis in metabolism
studies, 43

substrate channelling in 2-oxo acid
dehydrogenase multienzyme
complexes, 47

triosephosphate isomerase deficiency
in, neurodegenerative misfolding
disease, 30

Metabolic syndrome, effect on monocyte
activity in diabetics with coronary
atherosclerosis, A131

Metabolism

complexity of, simplification of, A5

regulatory design and function in, A5

stoicheiometric analysis in, 43

studies of, stoichiometric analysis in,
A6

Metabolome, functional genomics via,
multivariate FANCY strategy in,
A3l

Metabotropic glutamate receptors,
calmodulin interaction with, A88

Metal(s): see also specific metal.

5-aminolaevulinic acid dehydratase
and, A47, 584

insertion into proteins
copper, 638
iron, 685
iron-sulphur clusters, 680
NiFe-hydrogenases, 674

Metal ion cﬁelation, uroporphyrinogen
synthase structure and, A48, 595

Metal ions, insertion into porphyrins,
ATP hydrolysis coupled to,
magnesium chelatase in, A75

Metal transport, microbial siderophore-
mediated, 691

Metalloenzyme, hammerhead ribozymes,

Metalloproteinases. in cell migration,

Metallothionein, localisation in CHO
cells, A37
Methanogenic archaea, nickel
tetrapyrrole F430 in, A51
N-Methylated derivatives
in inhibition of amyloid g-protein
toxicity and protofibril formation,
AT8, 537
in inhibition of a-synuclein
aggregation, A79
MHCI: see Ma{'or histocompatibility
complex class I.
Microarrays
of disposable plastic, for biochemical
assays, 73
of flexible probing tool findings, 78
GeneChip nucleic acid, present and
future applications of, A12
for glycobiologists, A4
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plz}itig fluidic device, applications of,
1
ProteinChip biology system in, A13
tools in, Al12
of yeast gene expression, A45
Microbes, complement factor H on, 971
Microbial siderophore, metal transport
mediated by, 691
Microorganisms, oleaginous, lipid
accumulation in, regulation of,
A101, 1047
Microvascular endothelial cells, CRLR
transcriptional regulation in, A89
Mint protein, muncl8 interactions with,
in neurotransmitter exocytosis, A83
Misfolding disease, neurodegenerative,
triosephosphate isomerase
deficiency as, A6
Mitochondria
ATP production by, acetyl group
deficit and, A10, 275
functioning at low oxygen level, A9,

iron targetting to, in erythroid cells,
735

B-oxidation complexes in, A5
oxidative phosphorylation of, cAMP
cascade and, A32
of Schizosaccharomyces pombe,
electron transfer control in, A30
of tobacco, HSP70 in, carbon
metabolism and, A31
Mitochondrial plasmid, Neurospora
Varkud satellite ribozyme, 1122
Mitogen-activated protein kinase-
activated protein kinase, gene
expression by, mechanisms
controlling, A116, 959
Mitogenic signalling, via PTHrP
receptors, A87
MLCK: see Myosin light chain kinase.
Molecular recognition
antibodies as paradigm for, A47
evolution of, antibodies as paradigm
for, 341
Monocyte activity, in diabetics with
coronary atherosclerosis, metabolic
syndrome effect on, A131
MPP™ toxicity, heat shock proteins
protect cells from, A86
mRNA degradation
AU-rich element-mediated
translational control in, A115, 952
bacterial, A19
mitogen-activated protein kinase-
activated protein in, A116, 959
stress granules in, A117, 963
tristetraprolin and other CCCH
tandem zinc finger proteins in,
Al15, 945
Mucosal vaccines, lactic acid bacteria for,
Al110
Multiple sclerosis, extracellular
proteolytic system induction in, A15
Multiprotein complexes
of pyruvate dehydrogenases, substrate
channelling in, A7
structural biology of, A7
Multivariate FAN%Y strategy, in
functional genomics via
metabolome, A31
muncl8, mint protein interactions with,
in neurotransmitter exocytosis, A83
Muscle(s)
bicenergetics and oxygenation of, A9,
232

§ene response in, to exercise, All, 285
GF-I splice variant in, A34
lactate shuttles in, A10, 258
vertebrate, phosphofructokinase
activation modes in, A34, 264
Muscle contractions, energetics of, A8,
22

Muscle fibres, intact and skinned, ener
release during isometric force, A3



Myelomonocytic cells, C1q binding to,
Ali8

Myobacteria, cell wall biosynthesis in,
amino alditol inhibition of, A27
Myoglobin, toxicity of, in rhabdomyolysis
and subarachnoid haemorrhage, 745

Myometrium, calpain expression and
cleavage of MLCK in, preterm
labour and, A41

Myosin heavy chain, cardiac, mutated
proteins in, A43

Myosin light chain kinase, calpain in
mfyometrial expression and cleavage
of, preterm labour and, A41

-3 fatty acids
effect on tendon vs cartilage
metabolism, A121
and signalling pathways in chondrocyte
metabolism, A120
Na™,K* ATPase activity, of
preimplantation embryo, A46
NADPH:protochlorophyllide
oxidoreductase, substrate binding
properties of, A74, 601
Neisseria, transferrin-mediated iron
acquisition by, 705
Neoglycoconjugates, design and
applications of, A5
Neprilysin zinc family, in Drosophila
peptide signalling, A40
Nestin receptors, in cortical spreading
depression, A83
Neuroblastoma cells
prion protein-expressing, amyloid
precursor processing in, A79
tarfetting cytokine delivery to, A93,
18

Neurodegeneration
apoptotic mechanisms in, cytochrome
¢ release from brain mitochondria
in, A84
14-3-3 structure and function and,
A6l
lutamine repeats and, 548
aem oxygenase interaction with nitric
oxide synthase in, A84
misfolding in, triosephosphate
isomerase deficiency and, A6, 30
pran protein transmembrane form in,
79

Neuronal survival and function, tPA and
glasmin proteolytic system in, A15,
22

Neuropeptide, in insect adipocyte
metabolic control, A33
Neurospora Varkud satellite ribozyme,

structure and active site of, 1170
Neurotransmitter exocytosis, muncl8 and
mint protein interactions in, A83

Nickel tetrapyrrole F430, in
methanogenic archaea, A51

Nicotine, for B-amyloidosis, A78

NiFe-hydrogenases, metal insertion into,
674

Nitric oxide, cytochrome ¢ oxidase
inhibition by, A74

Nitric oxide donors, effect on
homocysteine produced by
hepatoma cells, A72

Nitric oxide reductase, bacterial, spectral
properties of, A76

Nitric oxide reductase family,
comparison with cytochrome
oxidases, 662

Nitric oxide synthase, haem oxygenase
interaction with, in
neurodegeneration, A84

Nitrite

cytxchrome ¢ oxidase inhibition by,
74

IL-1B-induced production of, in
rheumatoid synovial fibroblasts,
erythropoietin and, A126, 883

Non-B-amyloid plaque component, a-
synuclein proteasomal degradation
and, A77

Notch, cleavage of, y-secretase specificity
toward, A95

Nramp1 promoter, c-Myc repression of,
774

Nuclear mRNA degradation pathways, in
yeast, Al17

Nuclear receptars, in high-throughput
screening, 786

Nucleo-cytoplasmic transport, 14-3-3
proteins in, A64

Nucleoside transporters, Caenorhabditis
elegans as model of, A44

Nucleus pulposus, matrix formed by, of
intervertebral disc cells cultured in
alginate gel, A113, 874

Nucleotide analogue interference
mapping (NAIM), A-minor motifs,
1126

Nurse curriculum, biochemistry in, A23

Nutrient metabolism, in B lymphocytes,
A3l

Nutrition curriculum, biochemistry in,

O-glycosylation, in Caenorhabditis
elegans, genomic and RNA
interference screens in, Al

Oilseeds, enfineered, unusual fatty acids
in, A10

Oleaginous microorganisms, lipid
accumulation in, A101, 1047

Oligosaccharides

heterogeneity of, large scale mapping
of, A4

hyaluronan, fingerprinting method for,
A28

Osmxlarity, aggrecan degradation and,
123
Osteoarthritis, onset of, up-regulation of
PACT at, A125, 886
Osteoblast metabolism, adrenomedullin
and pro-adrenomedullin in, A94
Osteochondrosis, mRNA gene
expression patterns in, A123
Osteocytes, plasma membrane of,
glutamate transporters in,
extracellular glutamate
concentration and, 890
B-Oxidation complexes,
intramitochondrial, A5
Ogxidative phosphorylation,
mitochondrial, cAMP cascade and,
A32
Oxidative stress
dietary vitamin E and, A30
during dimetl}zlaminoazobenzene
treatment, A94
exercise and, All, 280
griseofulvin-induced, in liver, A72
in pyridoxal isonicotinog'l hydrazone
analo(fue toxicity, 75
in rhabdomyolysis and subarachnoid
haemorrhage, 745
2-Oxo acid dehydrogenase multienzyme
complexes, substrate channelling in,
47
Oxygen
low level of, mitochondrial function at,
A9, 252
me:flssuring real levels of, in vivo, A9,

Oxygen uptake, kinetics of, during
exercise, A9, 237
Oxygenation, of muscle, A9, 232

p38, in controlling stability of
inflammatory response proteins,
All6

PAC family receptors, signals from, A58

PACT: see Protein activator of protein
kinase R.
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Pancreatic cells, conversion to
hepatocytes, A7, 51

Papillomavirus type 6, capsid protein of,
A38

Parathyroid hormone-related protein
receptors, mitogenic signalling via,
ABT7

PathoEenesis-related proteins, as
allergens, A109, 930

Pentahaem cytochrome ¢ nitrite
reductase, hydroxylamine reaction
with, 649

Pentosan polysulphate, in transmissible
spongiform encephalopathy
prevention, A81

Pep strategy, in vaccine development,
500

Pepbodies, production and expression of,
A67

Pepsin digestion, stability of diet-derived
proteins to, A129

Peptide(s), neurotoxic, BRI gene
mutation and, A56, 557

Peptide motifs, conserved, in
glycosyltransferases, A27

Peptide signalling, in Drosophila,
neprilysin zinc family in, A40

Peptidyl transferase, ribosomal,
molecular aspects of, 1131

Peritoneal adhesion formation,
plasminogen activators in, A39, 126

Peroxisome proliferator-activated
receptor(s)

in dipalmitoylphosphatidylcholine
rei;u]ation of prostaglandin E2
release, Al21
fatty acid metabolism regulation,

A103, 1086

Peroxisome proliferator-activated
receptor agonists, effect on TNF-a-
Xeated endothelial cell coagulation,

37

pH, in am%'loid fibril formation by stefin

B, 54

Phage-displayed peptides, selection of, to
59, A117

Pharmacy students, mathematics for,
Al1l5
Phenobarbital, and protein kinase C in
liver, A91
$29 molecular motor, RNA-protein
interactions in, A37
Phorphobilinogen, enzymic synthesis of,
-aminolaevulinic acid dehydratase
and, A47
Phosphoenolpyruvate carboxykinase
gene, from cucumber, A44
Phosphofructokinase, activation modes
of, in vertebrate muscle, A34, 264
Phosphorylation, effects on transcription
?gctors FKHR, FKHR1, and AFX,
1
Photoneuroendocrine transduction, 14-
3-3 proteins and, 365
Physiological measurement technicians,
biochemistry for, A23
Phytochrome chromophore synthesis,
plant haem oxygenases in, A48, 604
Pisum sativum, 5-aminolaevulinic acid
dehydratase from, A76
Pituitary adenylate cyclase-activating
polypeptide receptors, additional
signals from, 441
Placenta, keratan sulphate in, A26
Plant(s)
aC{)l»CoA in, cell processes regulated
y. 1095
cell wall biosynthesis in, genetic
dissection of, A25
copper chaperones in, 732
food allergy from
clinical aspects of, A106, 901
in cupin superfamily, A109, 925
epidemiology of, A107
gastric emulsions and, 916



industrial dimensions of, A109, 941
nonspecific lipid transfer proteins in,
910
oral tolerance in, A107
pathogenesis-related proteins in,
A109, 930
plant biotechnology and, A110
protein families and, A129, 906
2 S albumin in, 913, 919
14-3-3 proteins in
affinity purification of, 379
binding partners for, A63
signalling pathways in, A63
effect on ion channels and pumps
in, 416
isoform-specific functions of, 373
plasma membrane H*-ATPase
interaction with, A65, 411
transgenic isoforms of, A65, 405
haem degradation in, A50, 630
haem oxygenases of, in phytochrome
chromophore synthesis, A48, 604
higher, chlorophyll catabolism in, A49,
625

intron removal from, splicing signals
and factors in, 146
intron splicing in, A18
lipid biosynthesis in
antisense down-regulation in, 1056
control analytical study of, 1043
metal deficiencies in, 766
polysaccharide synthesis from, A24
protein families in, A107
seed storage globulin allergenicity in,
cupins and, A109, 925
Plant biotechnology, plant food allergens
and, A110
Plant embryos, triacylglycerol synthesis
in, glucose 6-phosphate transporter
role in, A122
Plant glyco-related genomics
in Arabidopsis thaliana,
glycosyltransferases in, 301
carbohydrate-active enzymes, structure
of, 291
cell wall biosynthesis, genetic
dissection of, 298
Plasma membrane
of osteocytes, glutamate transporters
in, extracellular glutamate
concentration and, 890
of plants, H*-ATPase in, 14-3-3
protein interaction with, A65, 411
Plasmin, pericellular, extracellular matrix
degradation by, A16
Plasmin generation, non-haemostatic,
cellular mechanisms regulating, 189
Plasmin proteolytic system, in neuronal
survival and function, A15, 222
Plasminogen activators
in peritoneal adhesion formation, A39,
126
tissue
in neurobiology and
neuropathology, 183
in neuronal survival and function,
Al5, 222
urokinase
anti-invasive cancer therapy and,
177
as marker of cancer metastatic
potential, A17, 207
Plasmon resonance, surface, translation
initiation and, 153
Plastic microfluidic device arrays
applications of, A12
ProteinChip biology system in, A13
tools in, A12
Platelet aggregation, mediated by
arachidonic acid and platelet-
activating factor, cyclooxygenase and
signalling inhibitors in, A130
Platelet-activating factor, platelet
aggregation mediated by,

cyclooxygenase and signalling
inhibitors in, A130

Pneumonia, community-acquired, TNF-
a-converting enzyme regulation of
inflammation in, A39

Podiatry curriculum, biochemistry in,

Polyglutamine, conformation of, in GST-
polyglutamine fusion proteins, A80
Polysaccharide synthesis, from plants,
A24
Porphobilinogen deaminase, human
recombinant, A77
Porphyridium sp., expressed sequence tag
of, gene discovery through, A29
Porphyrins, metal ion insertion into,
ATP hydrolysis coupled to,
magnesium chelatase in, A75
Potassium channel, ATP-sensitive, in
islets
pharmacological modulation of, 333
structure-function relationships in, 323
Potato, transgenic, 14-3-3 protein
synthesis in, 405
Potato invertase, mini-exon system of,

PPAR: see Peroxisome proliferator-
activated receptor ertries.
PPIX: see Protoporphyrin IX entries.
Preimplantation embryo, Na* K™*
ATPase activity of, Ad6
Preterm labour, and calpain effect on
myometrial MLCK expression and
cleavage, A4l
Prion diseases
copper and, 742
14-3-3 proteins in, 387
therapeutics in, 574
Prion protein
binding to lipid membranes, A95
cellular, in Xengpus oocytes, A82
conformation of, in diagnosis and
therapy, A67
Doppel resemblance to,
characterisation of, A84
human, replacing repeat regions of
yeast prion-forming domain with,
A80
isoforms of, interactions between, A56,
565
misfolding of, spongiform
encephalopathies and, A57
neuroblastoma cells expressing,
amyloid precursor processing in,
A79
recombinant Syrian hamster, folding
and refolding of, A95
in scrapie, A80
transmembrane form of, in
neurodegeneration, A79
Pro-adrenomedullin, in osteoblast
metabolism, A94
Probing tool, flexible, microarray
distribution and, 78
Procollagen type II, in intervertebral disc
development, 831
Prostaglandin E2 release,
dipalmitoylphosphatidylcholine
regulation of, PPAR-vy in, Al121
Protease(s)
in blood coagulation
cancer metastatic potential and,
Al7, 207
extracellular proteolysis in
atherosclerosis, 163
human cancer and, 201
non-haemostatic plasmin generation
and, 189
thrombin and protease-activator
receptor I, in pulmonary fibrosis,
211
thrombin-induced angiogenesis and,

tissue factor inhibition and
angiogenesis, 217
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tissue fibrosis and, 194
tissue plasminogen activatar
in neurobiology and
neuropathology, 183
in neuronal survival and function,
AlS5, 222
urokinase plasminogen activator
anti-invasive cancer therapy and,
177
as marker of cancer metastatic
potential, A17, 207
urokinase receptor system and
kininogen in inflammation, 168
in chronic obstructive pulmonary
disease, 98
in coagulation cascade, tissue fibrosis
and, A16
extracellular matrix modulation,
adenovirus vectors in, 107
matrix-metalloproteinase-degraded
collagen, vascular smooth muscle
cell migration on, fibronectin in, 102
plasminogen activators, in peritoneal
adhesion formation, A39, 126
Protease inhibitors: see also
Antiprotease(s).
Protease-activated receptors
cleavage by trypsin and thrombin,
kinetic analysis of, A36
thrombin and, in pulmonary fibrosis,
A36
Protease-activator receptors, in
pulmonary fibrosis, 211
Protein(s)
diet-derived, stability to pepsin
digestion and allergenicity, A129
glycan interactions with, GlycoChip in
screening and analysis of, A4
metal insertion into
iron, 685
iron-sulphur clusters, 680
NiFe-hydrogenases, 674
misfolding of, spongiform
encephalopathies and, A57
non‘allerﬁenic, allergen differences
from, A129
pathogenesis-related, as allergens,
A109, 930
selenocysteine insertion into, A19
targetting to endoplasmic reticulum,
ribosomes in, A20
Protein activator of protein kinase R
(PACT), up-regulation of, at
osteoarthritis onset and TNF-a
treatment of chondrocytes, A125,
886
Protin aggregation, real time study of,
82

Protein C/activated protein c, in septic
shock, A17
Protein complexes
of pyruvate dehydrogenases, substrate
channelling in, A7
structural biology of, A7
Protein families, in plants, A107
Protein kinase(s)
activation of
calmodulin and, A33
calmodulin conformational changes
in, 55
AMP-activated
fatty acid metabolism and, in
epithelia, A121
in regulation of fatty acid synthesis
and degradation, A102, 1064
Protein kinase A, secretin receptor
responsiveness regulated by, A87
Protein kinase C
in Flutathione depletion, A46
in liver, phenobarbital and, A91
translocation of, in adipocyte
differentiation, A90
in vitamin C transport regulation, A45
Protein kinase R, protein activator of
(PACT), up-regulation of, at



osteoarthritis onset and TNF-«
treatment of chondrocytes, A125,
886
Protein misfolding, human disease and,
AS53, A57
Protein traffic, lectins and, in secretory
pathway, A3
Protein turnover, in proteomics, A46
Proteinase(s), in emphysema, A21
ProteinChip Biology System, 82
amyloid B-protein detection with, A57
for biomarker discovery and
validation, A13
Protein-RNA subcomplexes, of signal
recognition particle, A20
Proteoglycans
in aging, degeneration and repair of
intervertebral disc, A113, 869
in articular cartilage superficial zone,
matrix protease degradation of,
Al25
interstitial, metabolism of, in aged and
pathological intervertebral disc
tissue, Alll
Proteolysis
in experimental autoimmune
encephalomyelitis, A15
extracellular, in atherosclerosis, A13
in multiple sclerosis, A15

in neuronal survival and function, A15,

222
Proteomics
in bladder cancer, A12
of N-glycans in Caenorhabditis elegans
development, Al
protein turnover in, A46
Protoporphyrin IX, synthesis induced by
aminolaevulinic acid and its
derivative, qharmacokinetics of, A72
Protoporphyrin IX methyltransferase,
magnesium, from Synechocystis, A77
Pseudomonas aeruginosa
cobalamin biosynthesis in, A76
iron transport in, 702
surface antigen of, chimeric human
antibodies directed against, A92
Pseudornonas stutzeri, cytochrome cbb,
oxidase from, spectroscopic
characterisation of, A73
PTHrP receptors: see Parathyroid
hormone-related protein receptors.
Pulmonary disease, chronic obstructive,
proteinases in, 98
Pulmonary fibrosis, thrombin and
Sitl)tease-activated receptor in, A36,

Pyridoxal isonicotinoyl hydrazone
analogue toxicity, oxidative stress in,
755

Pyrobaculum aerophilum, denitrification
pathwa¥l of, A53

Pyruvate dehydrogenase multienzyme
X);nplex, substrate channelling in,

RAMP: see Receptor activity-modifying
R proteins. dify
eceptor activity-modifying proteins
&AMP)

CGREP functional relevance and, A60
CGRP interaction with, A59
CRLR combination with,
pharmacology and desensitisation
of, A87
functional relevance of, 455
VPAC receptor signalling and, A61
Receé)tor component protein (rep)
CGREP signal transduction and, 460
G prgtein—coupled signal transduction
and,
Red blood cells: see Erythrocytes.
Regulators of complement activation
(RCA) family proteins, structure
and flexibility of, A98, 990
Respiratory enzymes, dihaeme,
resuscitation of, A52

Retinal pigment epithelial cells, cystatin
C in, A4l
Rhabdomyolysis, myoglobin and
haemoglobin toxicity in, 745
Rheumatoid arthritis
B-lymphocyte depletion in, 824
glutamate signalling in, A127
Rheumatoid synovial fibroblasts, IL-18-
induced nitrite production in,
erythropoietin and, A126, 883
Rhizobium leguminosarum, Fur protein
from, structure of, 771
Rhodobacter capsulatus, cobalamin
biosynthesis in, A74, 646
Rhodopseudomonas acidophila, antenna
of, structure and function of, A52
Ribosomal complex, peptidyl transferase
of, molecular aspects of, 1131
Ribosome(s}
A-minor motifs in, biochemical
identification of, 1126
hepatitis C virus entry into, 140
making of, A19
molecular movements of, A17
peptidyl transferase of, molecular
aspects of, 1131
in protein targetting to endoplasmic
reticulum, A20
70 S, structure and movement of, 1159
structure and function of, single-
particle cryo-EM of, A17
tRNA binding sites of, functions and
interaction among, 133
Ribols{)me E, structure and function of,
17
Ribozyme(s)
A-minor motifs in, biochemical
identification of, 1126
carbon-carbon bond formation
catalysed by, 1137
group 1, folding mechanisms of, 1166,
1176

hairpin
catalytic mechanism of, 1109
crystal structure and function of,
1105
differences from hammerhead, 1116
hammerhead, 1119
action mechanisms and /n7 vivo
applications of, 1145
differences from hairpin, 1116
intracellular anlications of, 1140
peptidyl transferase of, molecular
aspects of, 1131
20 years after identification of, 1162
Varkud satellite, 1122
structure and active site of, 1170
Ricinus communis, cytochrome b; fusion
desaturase from, altering specificity
of, A123
RNA, A-minor motifs in, biochemical
identification of, 1126
RNA chaperone StpA, in folding of td
pre-RNA, 1175
RNA degradosome, of Escherichia coll,
150
RNA folding, group I introns and, 1149,
1166

RNA, hammerhead ribozyme, 1119

RNA interference screens, targetted at
O-glycosylation in Caenorhabditis
elegans, Al

RNA polymerase 11, transcriptional
termination by, from yeast to man,
Al8

RNA-protein interactions, in $29
molecular motor, A37
RNA-protein machines
Escherichia coli RNA degradosome as,
150
hepatitis C virus entry in ribosome,
140

plant intron removal, splicing signals
and factors in, 146
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in surface plasmon resonance,
translation initiation and, 155

tRNA binding sites of ribosome,
ftér:;ctions and interaction among,
1

RNA structure

foldigg, group I introns and, 1149,

11

ribozymes, twenty years later, 1162
Neurgspora Varkud satellite ribozyme,
1122
RNase P RNA
catalysis mediated by, 1153
RNA folding, group I introns and,
1149, llﬁg

2S albumin, in plant allergens, 913, 919
30 S subunit, 78 S ribosomes, structure
and movement of, 1159
Saccharomyces cerevisiae, iron
deprivation in, 698
Saphenous vein, neointima formation in,
simivastatin inhibition of, A41
Schizosaccharomyces pombe,
mitochondria of, electron transfer
control in, A30
Scientific importance, of Porphyridium
sp. EST, A29
Scrapie
from Eut to central nervous system,
pathways in, A95
prion protein in, A80
Screening
high-throughput: see High-throughput
screening.
miniaturised, for drug discovery, 802
virtual, 797
a-Secretase, amyloid precursor protein
proteolytic processing by, A78
B-Secretase
heparan sulphate binding of, A78
processing of, cholesterol in, A83
as therapeutic target, A54, 530
y-Secretase
inhibition of, Alzheimer's disease and,
AS54, 534
specificity toward cleavage of amyloid
precursor protein and Notch, A95
Secretin binding sites, 437
identification of, from chimeric
receptors to point mutations, A58
Secretin receptor, responsiveness of,
regulation by protein kinase A and
GRKs, A87
Secretory leucoprotease inhibitor,
proteolytic susceptibility of, A42
Secretory pathway, lectins and protein
traflic in, A3
Selerx)cgsteine, insertion into proteins,
1

Self-splicing, group I introns and RNA
folding, 1149
Septic shock, protein C/activated protein
cin, A17
Serine proteinase HtrA, in matrix
calcification, A38
Serine proteinase inhibitors, gene
regulation of, A20
70 S Ribosomes, structure and
movement of, 1159
Shewanelia spp.
anaerobic respiration of, membrane-
gggmd tetrahaeme CymA in, A75,
flavocytochrome ¢, from, mechanistic
insights into, A75
fumarate reduction mechanism in, A51
noxgll respiratory flavocytochromes of,
6

Sialic acid-binding Ig-type lectins,
genomic analysis of, A3
Siderophore
biosynthesis and utilisation of,
Aspergitlus nidulans SREA regulon
members in, 781



microbial, metal transport mediated
by, 691
production by Fusarium venenatum,
696
Siglecs: see Sialic acid-binding Ig-type
lectins.
Signal recognition particle, protein-RNA
subcomplexes of, A20
Signal transduction
y FGFs, heparan sulphate and, A28
by G protein-coupled receptors,
receptor component protein in, 460
after ischaemic stroke, A84
by multiprotein complexes, structural
biology of, A7
by urokinase receptors, Al4
Signalling pathways
in chondrocyte metabolism, 7+3 fatty
acids and, A120
Src in, 11
Simivastatin, in inhibition of saphenous
vein neointima formation, A41
Sirohaem, production in Bacillus
megaterium, 610
Skeletal muscle: see a/so Muscle entries.
gene expression in, All, 285
regeneration of, anti-proteases and,
A40
Skeletal muscle fibre, MEK1/2 and
calcineurin regulation of, A33
Smallpox vaccines, and suicide inhibitors
of viral polymerases, A131
Smooth muscle cells, complement
regulator expression on, A119
Sodium, vitamin C transport dependent
on, A45
A® Sphingoid base desaturase, A122
A® Sphingolipid desaturase, from
Aquilegia vulgaris, isolation and
characterisation of cDNA encoding,
1073
Spices, antithrombotic substances in,

Spliceosome, of yeast, molecular
interactions in, A18
Splicing signals and factors, in plant
intron removal, 146
Spongiform ence?halopathies
agent strains of, thermodynamic
diversity between, A79
pentosan polysulphate prevention of,
A81

prion protein misfolding and, A57
therapy and diagnosis of, altering
prion replication for, 569
transmissible, 569
infectivity of, A82
Sre, in signal transduction pathways, 11
SREA transcription factor, in
siderophore biosynthesis and
utilisation, 781
Srere, Paul, dedications to, A6
Starvation, DNA-binding protein
induced by, 713
Statins, in vein graft stenosis prevention,

Stefin B, amyloid fibril formation by,
A80, 543

Stereoselectivity, ribozyme-catalysed
carbon-carbon bond formation, 1137

Sterol regulatory element-binding
protein, in regulation of fatty acid
synthesis, A103, 1091

Stoichiometric analysis, in metabolism
studies, A6, 43

Strain, effect on synovial cell hyaluronan,

Straw, degradation in ruminal fluid, De-
Odorase effect on, A131

Streptococcal IgA-binding proteins, in
blockade of IgA interaction with
Fca receptor, A66, 491

Streptococcal IgAl protease cleavage,
IgA1 hinge sequence requirements
for, A68, A92, 516

Stress granules, as mRNA triage sites,
AI17, 963
Stress response, in tendon cells, gap
junctions and, A126
Stroke, ischaemic, gene regulation
changes and signal transduction
after, A84
Subarachnoid haemorrhage, myoglobin
and haemoglobin toxicity in, 745
Substrate binding, ribozyme-catalysed
carbon-carbon bond formation, 1137
Sulfolobus aconitase, iron metabolism
regulated by, 685
Sulphur-containing amino acids,
produced by hepatoma cells, NO
donor effect on, A72
Surface plasmon resonance, translation
initiation and, 155
Surfactant, endotoxin effects on, lung
mechanics and, A46
Synaptic scaffolding proteins
G protein-coupled receptor interaction
with, 464
G protein-coupled receptors
interaction with, A60
Syriechocystfs, magnesium protoporphyrin
IX methyltransferase from, A77
Synovial cells, hyaluronan in, strain effect
on, Al28
Synovial fibroblasts, rheumatoid, IL-18-
induced nitrite production in,
erythropoietin and, A126, 883
a-Synuclein
aggregation of
inhibition by N-methylated
derivatives, A79
neurotoxicity and, 559
oligomerisation and toxicity of, A56
proteasomal degradation of, A77

td pre-RNA, folding of, RNA chaperone
StpA in, 1175

Tendon, link protein catabolism in,
hyaluronan and, A124

Tendon cells, stress response in, gap
junctions and, A126

Tendon metabolism, n-3 fatty acids and,
Al21

Ternary complex factor, applications to
ETS-domain transcription factor
function and regulation, 1

Tertiary structure

group I introns and RNA folding,

1149

pre-RNA folding, RNA chaperone
StpA and, 1176
Tetrahaem CymA, and anaerobic
resspiration of Shewanelfia spp., AT5,
65
Tetrahymena ribozyme
pre-RNA folding, RNA chaperone
StpA and, 1176
REIA folding, group I introns and,
1166
Tetrapyrrole biosynthesis, bacterial,
coprogorphyrinogen III
decarboxylation during, A75
TGF-B: see Transforming growth factor-

B.

Thiosulphate oxidation, haemoprotein
involved in, structure of, A50
Thiosulphate-oxidising enzyme, crystal

structure of, novel domain packing
in, 638
Thrombin
angiogenesis induced by, 173
mechanism of, A15
generation of, tissue factor and cancer
and, Al7, 207
protease-activated receptor and
cleavage by, A36
in pulmonary fibrosis, A36
in pulmonary fibrosis, A36, 211
Thymosin B4, reglation in articular
cartilage, A125, 879
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Tissue factor
effect on endothelial and fibroblast cell
capillary formation, A36
inhibition of, angiogenesis and, A36,
217
regulation by oxidised LDL, A35
and thrombin generation and cancer,
Al7, 207
Tissue fibrosis, coagulation cascade
proteases and, A16, 194
Tissue inhibitors of matrix
metalloproteinase(s), action
mechanisms of, A21
Tissue plasminogen activator
in neurobiology and neuropathology.
183
in neuronal survival and function, Al5,

TNF: see Tumour necrosis factor entries.
Tobacco, carbon metabolism in,
mitochondrial HSP70 and, A31
Tomato, 14-3-3 protein structure and
function in, A62, A90
tPA: see Tissue plasminogen activator.
Transcription factor(s), on fatty acid
synthase gene promoter, A122, 1070
Transcription factor motif, computer
searches for, A129
Transcription factor SREA, in
siderophore biosynthesis and
utilisation, 781
Transcription factors FKHR, FKHR],
and AFX, phosphorylation event
effects on, 391
Transferases, comparative aspects of, A2
Transferrin, Neisseria iron acquisition
mediated by, 705
Transforming growth factor-g, binding
by erythrocytes coated with IgG
anti-D, A93
Transgenic crops, regulation of fatty acid
synthesis in, A104, 1099
Translation initiating factor 3, hepatitis
C virus IRES RNA motif
recognition by, A18
Translation initiation, surface plasmon
resonance and, 155
Transmissible spongiform
encephalopathy
agent strains of, thermodynamic
diversity between, A79
infectivity of, A83
pentosan polysulphate prevention of,
A81

prion protein misfolding and, A57
Triacylglycerol synthesis, in plant
embryos, glucose 6-phosphate
transporter role in, A122
Triosephosphate isomerase deficiency
as neurodegenerative misfolding
disease, iﬁ
neurodegenerative misfolding disease
from, 30
Tristetraprolin family, of CCCH tandem
zinc finger proteins, in mRNA
turnover, Al15, 945
tRNA
binding sites, of ribosome, functions
and interaction among, 133
peptidy! transferase of, molecular
aspects of, 1131
70 S ribosomes, structure and
movement of, 1159
Troponin T gene, cardiac, 5'-
untranslated region of, A42
Troy strategy, in vaccine development,
500
Troyb?dies, production and expression
of, Al
Trypanosoma brucei, glucosidase II null
mutant of, generation and
phenotyping of, A27
Trypsin, protease-activated receptor
cleavage by, kinetic analysis of, A36



TSE: see Transmissible spongiform
encephalopathy.

Tumour necrosis factor(s), mRNA of,
AU-rich element-mediated
translational control of, A116, 952

Tumour necrosis factor-a

chondrocytes treated with, up-
regulation of PACT at, A125, 886

endothelial cells treated with, PPAR
agonist effect on coagulation of, A37

Tumour necrosis factor—a-converting
enzyme, inflammation regulated by,
in community-acquired pneumonia,
A39

U-rich-binding proteins, in splicing
plants, 146
uPA: see Urokinase plasminogen
activator.
Uranium complexes, Acidithiobacillus
ferrooxidans eco-types, molecular
and atomic analysis of, 669
Urokinase plasminogen activator
anti-invasive cancer therapy and, 177
as marker of cancer metastatic
potential, A17, 207
Urokinase plasminogen activator
receptors
CD82 regulation of, A35
GFP-tagged, A37
Urokinase receptors
as anti-invasive cancer therapy target,
Al3
as G protein-coupled receptor effector,
Al4

in inflammation, 168

kininogen and, in inflammation, A13

signal Lransduction vil:«]x, Al4
Uroporphyrinogen synthase

NK/IRpaﬁralys{gs of, ):‘\77

structural diversity of, metal ion

chelation and, A48, 595

Urothelium, barrier properties of, A44

Vaccines
development of, Troy and Pep
strategies for, 500
mucosal, lactic acid bacteria for, A110

against smallpox, and suicide inhibitors
of viral polymerases, A131
Varkud satellite RNA, 1122
structure and active site of, 1175
Vascular smooth muscle cell migration,
on matrix-metalloproteinase-
degraded collagen, fibronectin in,
102
Vasoactive intestinal peptide
binding sites for, 437
threonine 11 of, interaction with
Xrosine 184 of VPAC receptors,
88
Vasoactive intestinal pol?lpeptide
receptors, additional signals from,
441
Vein graft stenosis
matrix metalloproteinase-9 inhibition
and, 120
statins and, 120
Vertebrae: see Intervertebral disc.
Vertebrate muscle, phosphofructokinase
activation modes in, A34, 264
VIP: see Vasoactive intestinal peptide.
VIPR (voltage/ion probe reader), in
high-throughput screening, 786
Viral polymerases, suicide inhibitors of,
anti-smallpox drugs and, A131
Virtual screening, as high-throughput
screening complement, 797
Vitamin B,,: see also Cobalamin eniries.
methylmalonyl-CoA mutase deé)endent
on, radical journeys catalyzed by,
A49, 621
synthesis in nature, A49
Vitamin C transport
protein kinase C regulation of, A45
sodium-dependent, A45
Vitamin E intake, oxidative stress and,
A30
VPAC receptors
agonist-dependent phosphorylation of,
A88
coupling to calcium effector
loop sequence and, 447
structural sequence and, A88
signalling by, RAMPs and, A6l
signals from, A58
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tyrosine 184 of, VIP threonine 11
interaction with, A88
VPAC/PAC family receptors, additional
signals from, 441

Wheat
transformed with lipase genes, A120
transgenic, mimicking metabolic
responses to greenhouse effect,
Al21
Whey acidic protein HE4, in host
defence, A38
Wilson’s disease protein,
l;()hosphorylation of, in Sf9 cells, 739
Worl

employer, student, and university
relationships in, A25
student perspectives on, A25, A26
Work placement
diverse extramural, A26
of underiraduates, employer benefits
from, A26

Xenopus oocytes, cellular prion protein
in, A82

X-ray crystallographzy, ribozymes, twenty
years later, 116

Yeast

desaturases of, A103, 1080

distillery liquid waste uptake by, A122

gene expression in, microarray of, A45

multivariate functional analysis by co-
responses in, in functional genomics
via metabolome, A31

nuclear mRNA degradation pathways
in, A117

spliceosomes of, molecular interactions
of, A18

transcriptional termination by RNA
polymerase II in, A18

Zinc
deficiency of, in plants, 766
neprilysin zinc family of, in Drosophila
peptide signalling, A40
Zinc finger proteins, CCCH tandem,
tristetraprolin family of, in mRNA
turnover, Al15, 94



