Supplementary Table 1. TPL-2 position-specific scoring matrices generated by peptide library

Full motif

34
58
84
36
99

O
AL 00
oI
—AN—N-H
NONLNLN
AN <IN

0.24

0.31 1.14 1.03 0.56 0.56
0.48 0.99 1.17 0.47 0.41

0.42 0.88 0.97 0.4
0.38 1.17 1.35 1.08 0.87

No Ser/Thr



